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NTDB id 1361 HI 0985 AAC22646.1 CHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVEATEKS 234
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 CHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIEATVNS 233
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 AHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAEN.GALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVEAAEKS 237
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