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LR ATALATAE AR A bt FE AR G

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKYV|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKY|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKV

U DRI ELS TGN LA S LUDTY ARt

EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFiISLF INPIMTRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSLFINPFTRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQS FINPFTRKL

T LA M O

HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIMELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

NGV DL LA KHLRARURE XA ERLIIL 3

LTDQEVVYNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAITIEKLINNYLNICSDR|
LTDQEVVHNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVEDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDR|
LTDQEVVHNYGYIFPEQIYIIMNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVGLESKTAITIEKLINNYLNICSDR|

DAL

GNDVQILFEYE
GNDVQILF|EPE
GNDVQILFEEYE

X non conserved
B similar
> 50% conserved

160
160
160

240
240
240

320
320
320



