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NTDB id 95692 AM10699 RS17060 WP 012161201.1 ...........MQRLQLGLASLVLLGALGIGVNRWQRSQPQFKSIEPLPQHSQIQVYMNQS..LANSFTDPYRQITRPGD 67
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQGD 80
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NTDB id 95692 AM10699 RS17060 WP 012161201.1 DLESIIVENIQAAQSTVDVAIQELRSPRIAQALRDRKQAGVQVRVVLENTYSRPWSSFTPQEVARMDPRQKDRYQANFQL 147
NTDB id 1416 SGL RS14595 WP 010873643.1 NFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVET......EKDPFRYRGPLAY 154
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NTDB id 95692 AM10699 RS17060 WP 012161201.1 IDQDQDGQLSSSEINDNDALEVLRQADIPWLDDTADGSAGSGLMHHKFVVIDGQTILVTTANFTLSGLLGDLDQPDSRGN 227
NTDB id 1416 SGL RS14595 WP 010873643.1 LDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRGN 234
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NTDB id 95692 AM10699 RS17060 WP 012161201.1 ANSLVVLKNPAVAQLFTEEFKAMWGDGPGRATDSKFGVNKPWRPTQTLKVGDAKVQVQFSPTSVSTPWSRSTNGLIRQTL 307
NTDB id 1416 SGL RS14595 WP 010873643.1 ANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQYL 314
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NTDB id 95692 AM10699 RS17060 WP 012161201.1 AKATQDIALALFVFSEQPLVDQLAVEDHQGVKIRVLGDPQFAYQSYSEVLDMLGVALSSSRSGTLTCQAEPQNRPWSQPL 387
NTDB id 1416 SGL RS14595 WP 010873643.1 NQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLE......DCLEQPGNSPWALPT 388
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NTDB id 95692 AM10699 RS17060 WP 012161201.1 QTVGTPQLPKGDVLHHKFGIVDGRIVIVGSHNWSDAANRRNDETLLVIEHPQIADHYHREFERLYASSRLGIPTFLHNKA 467
NTDB id 1416 SGL RS14595 WP 010873643.1 EFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARI 468
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NTDB id 95692 AM10699 RS17060 WP 012161201.1 QDHQRQCGDLQLHVRGTPQPVWLGKEQTAPVNSSLVNLNTASQQELEALPGVGPKLAARIIEVRQERLFTSLADFDQVPG 547
NTDB id 1416 SGL RS14595 WP 010873643.1 DRQEQECANPRP....SPKPL......AKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKG 538
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logo IGPKSKL ILEGQLRGNKVTW
NTDB id 95692 AM10699 RS17060 WP 012161201.1 IGPKLLEQLRNKVTW 562
NTDB id 1416 SGL RS14595 WP 010873643.1 IGPSKIEGLRGKVTW 553
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