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NTDB id 1058 ABD1 RS01615 WP 001274986.1 .........MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYL..IEEVHLSPSLLAE.......... 59
NTDB id 95691 AM10699 RS16480 WP 012161083.1 ..MVNSSSQRRALVTRHNFSPFGNKLISTGYVDQDQMREATLESRRSGRSLVEILQGLTGQSLPPELLRQYKRQQLFELK 78
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 .................TISAEFAEPYFDLDVYDTSQIPKDLVDQKLILKHRILPLIQR....GQILYVATSNPSNIEAI 118
NTDB id 95691 AM10699 RS16480 WP 012161083.1 ILYGIDSLDLELSQIPTDQIEELIQNYISLDLCR...............RYQLVPLTLDKETDPATLLVAMVDPDNLGAL 143
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCR...............RFKFLPLAQ.QEGDPPSVLVAMVDPDNLAAQ 144
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 DAIRF...NSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFND......EEFDLDVNLDGP......TAQE......DEEE 177
NTDB id 95691 AM10699 RS16480 WP 012161083.1 DDLGRILREKNLTLQRMVIAVEDYQQLISKYLDQQAAEQKANEK...PIEFDLDDDLDAIAGLDDLPSDEL..ETDLGAA 218
NTDB id 1410 SGL RS13950 WP 010873519.1 DELNRILRVKGFELRRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALD 224
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 APQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVP 256
NTDB id 95691 AM10699 RS16480 WP 012161083.1 LQDAETAPIIGLVNKILAKALQNGVSDIHIEPQEDHLRVRFRKDGVLQQAFDPLPRKIIPAVISRFKIISDLDIAERRLP 298
NTDB id 1410 SGL RS13950 WP 010873519.1 SNDANQAPVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSP 304
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 QDGRIKLKLSKSKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTV 336
NTDB id 95691 AM10699 RS16480 WP 012161083.1 QDGRIRR.LFQGRKIDFRVNTLPSRYGEKIVLRILDNSSTQLGLDKLVSDEDSLNIVREMVSRPFGLILVTGPTGSGKTT 377
NTDB id 1410 SGL RS13950 WP 010873519.1 QDGKIRR.IYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKST 383
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 SLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGH 416
NTDB id 95691 AM10699 RS16480 WP 012161083.1 TLYSALAECNHPGVNISTAEDPIEYTLPGLTQVQVIREKGMDFASILRAFLRQDPDVILVGETRDKETAKTAIEAALTGH 457
NTDB id 1410 SGL RS13950 WP 010873519.1 TLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGH 463
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 MVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPADIPKQSLLEMGFTEQDLA.......... 486
NTDB id 95691 AM10699 RS16480 WP 012161083.1 LVLTTLHTNDAASAVARLAEMEVEPFMVSASLLGVVAQRLVRRVCSDCKVPYQPTPTELGRFGLSASPGTEITFYKANTL 537
NTDB id 1410 SGL RS13950 WP 010873519.1 LVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSL 543
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 .HPDFRVFQP...VGCLEC.REGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSL 561
NTDB id 95691 AM10699 RS16480 WP 012161083.1 SADELQTAQATGQTVCSTCNGIGYKGRCGVYEVMQITETLQTLITEGAPTERIKEVAVEEGMKTLLAYSLELVKKGDTTL 617
NTDB id 1410 SGL RS13950 WP 010873519.1 SPDEIHLARQKG.NLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTL 622
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 QEVNRVTSE.......................................... 570
NTDB id 95691 AM10699 RS16480 WP 012161083.1 AEVERVTFTDSGLEAELKAKRKTSLTCRVCDADLRPEWLDCPYCTTPRFQD 668
NTDB id 1410 SGL RS13950 WP 010873519.1 EEVERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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