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NTDB id 95689 AM10699 RS11415 WP 261891445.1 MAKIRTHYICQECGAASPQFFGKCPSCHTWNSLVEQVVPNTPAATDGTRLAQRHRQRQNTSPKALSSLTLTQISEQPIQR 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR...AAFSHSVQTVQKPSP.....ITSIETSEEPR 72
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTGE...KTKPMK.....LAEVTSINVNR 69
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTGE...KTKPMK.....LAEVTSINVNR 69
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTGE...KTKPMK.....LAEVTSINVNR 69
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTGE...KTKPMK.....LAEVTSINVNR 69
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTGE...KTKPMK.....LAEVTSINVNR 69
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTGE...KTKPMK.....LAEVTSINVNR 69
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NTDB id 95689 AM10699 RS11415 WP 261891445.1 FSSGYSELDRVLGGGIVPGSLVLVGGDPGIGKSTLLLQIVNFLSAR.QTVLYVCAEESGQQVKLRAQRLGIGTLNLNKEI 159
NTDB id 125 BSU 00870 NP 387968.1 VKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGIN........ 144
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI........ 140
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI........ 140
NTDB id 238 SPD RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI........ 140
NTDB id 204 SPR RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI........ 140
NTDB id 169 SP RS00155 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI........ 140
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI........ 140
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NTDB id 95689 AM10699 RS11415 WP 261891445.1 TDPPPKSKDKSANADLYLLPETDLEMVLQELDSLQPQVAIIDSIQALFFSTLTSAPGSVAQVRECTSALMRLAKRNHITL 239
NTDB id 125 BSU 00870 NP 387968.1 ............NPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPI 212
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAI 208
NTDB id 279 KZH43 RS00140 WP 074017595.1 ............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAI 208
NTDB id 238 SPD RS00140 WP 074017595.1 ............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAI 208
NTDB id 204 SPR RS00140 WP 074017595.1 ............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAI 208
NTDB id 169 SP RS00155 WP 074017595.1 ............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAI 208
NTDB id 509 SM12261 RS00130 WP 078228442.1 ............DSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAI 208
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NTDB id 95689 AM10699 RS11415 WP 261891445.1 FIVGHVTKEGAIAGPKVLEHLVDTVLYFEGDRFANHRLLRSVKNRFGATHEVGVFEMIDRGLREVLNPSELFLGDREEVS 319
NTDB id 125 BSU 00870 NP 387968.1 FIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGS 292
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGA 288
NTDB id 279 KZH43 RS00140 WP 074017595.1 FIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGA 288
NTDB id 238 SPD RS00140 WP 074017595.1 FIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGA 288
NTDB id 204 SPR RS00140 WP 074017595.1 FIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGA 288
NTDB id 169 SP RS00155 WP 074017595.1 FIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGA 288
NTDB id 509 SM12261 RS00130 WP 078228442.1 FIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGA 288
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NTDB id 95689 AM10699 RS11415 WP 261891445.1 PGTATIVACEGTRPIVVELQALVSPTSYSSPRRSTTGIEYNRLLQILAVLEKRLGIPLSKLDAYVASSGGLSVAEPAADL 399
NTDB id 125 BSU 00870 NP 387968.1 AGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDL 372
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 279 KZH43 RS00140 WP 074017595.1 TGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 238 SPD RS00140 WP 074017595.1 TGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 204 SPR RS00140 WP 074017595.1 TGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 169 SP RS00155 WP 074017595.1 TGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
NTDB id 509 SM12261 RS00130 WP 078228442.1 TGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDL 368
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NTDB id 95689 AM10699 RS11415 WP 261891445.1 GVAIALAASFRDRLVDPTTVVIGEVGLGGQVRSVSQTELRLKEALKLGFKRAIIPKGQSF...PSLDIEVIPVARVADAI 476
NTDB id 125 BSU 00870 NP 387968.1 AIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEAL 452
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVL 448
NTDB id 279 KZH43 RS00140 WP 074017595.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVL 448
NTDB id 238 SPD RS00140 WP 074017595.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVL 448
NTDB id 204 SPR RS00140 WP 074017595.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVL 448
NTDB id 169 SP RS00155 WP 074017595.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVL 448
NTDB id 509 SM12261 RS00130 WP 078228442.1 AVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVL 448
consensus ******!*!**!****!*****!!*!!*!**!*!***!*!**!!*!!!!*****!******** ***!*!!*!*******

logo

R
V
K
A
T
K
A
S
V
L
F
G
P
A
GGSSAHSTE

NTDB id 95689 AM10699 RS11415 WP 261891445.1 VAALPGGSSAHSTE 490
NTDB id 125 BSU 00870 NP 387968.1 RTSLGG........ 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KKVFA......... 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 KKVFA......... 453
NTDB id 238 SPD RS00140 WP 074017595.1 KKVFA......... 453
NTDB id 204 SPR RS00140 WP 074017595.1 KKVFA......... 453
NTDB id 169 SP RS00155 WP 074017595.1 KKVFA......... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 KKVFA......... 453
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