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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 95667 NFHSH190041 RS17450 WP 261922983.1 MASRGVNKVILVGNLGQDPEVRYMPNGNAVANVTVATSETWKDQ.QGQQQERTEWHRVVVFGKLAEIVGEYLRKGSQVYF 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYE.......................EGYGQSQEAY 129
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYD.......................EGYGQSQEAY 129
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPAQT........NYNQGGYSDNYA.. 144
NTDB id 95667 NFHSH190041 RS17450 WP 261922983.1 EGRLQTRKWKDQSGQDRYTTEIVVD.QGGSMQMLGGRSQTQGGQSQG..GYGQQQNQHSGNQQQQYQPAQGGYGQQQAGY 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQG..GMNVPAQQ.............GSWGQPQQ.. 143
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NTDB id 1103 NMB RS07590 WP 002212976.1 QRPAQQSRQPASD........AP..SHPQEAPA.APRRQPV.....PAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QRPAQQSRQPAPD........AP..SHPQEAPA.APRRQPV.....PAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .....Q.......NNNFNGG.NATRPQPAQKPAA....Q........AEPPMDNFDDDIPF 180
NTDB id 95667 NFHSH190041 RS17450 WP 261922983.1 APRQQQ.QAPAQQSSGYQQQSAPAAQAPAQRPAPQPQQQQQPAQQNYTPDLDDGWDDDIPF 216
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .........PAKQ............HQPMQQSAPQ..QYSQPQ....YNEPPMDFDDDIPF 177
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