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V IVVVFHEYFGHLFFFAKRASGI LVREFSAIGMGPKI FAHQTAGKDGTFVYSTIR I LPLGGYVRMAGWGDEDTTE IK
NTDB id 95646 LGMS210922A RS09185 WP 014025467.1 MIQTLVTFIIVFGIIVVVHEYGHLFFAKRAGILVREFSIGMGPKIFAHQAKDGTFYSIRILPLGGYVRMAGWGDDTTEIK 80
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
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NTDB id 95646 LGMS210922A RS09185 WP 014025467.1 KGTPASLMIVE.NQVVKINLSERVTLENSVPMLVTEYDFEEALFIEGEVFGEIKRYSVDHDATIIEADGTELRIAPRDVQ 159
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ 159
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ 159
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NTDB id 95646 LGMS210922A RS09185 WP 014025467.1 YQSASVLGKILTNFAGPLNNFILGIIAFIIITFMQGGVPSNTNQIGQVQSGTPAYSAGLQPKDKIQAVNGEKTGNWQEVV 239
NTDB id 323 STU RS10650 WP 011225396.1 YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK 239
NTDB id 291 STER RS01205 WP 011680685.1 YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK 239
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NTDB id 95646 LGMS210922A RS09185 WP 014025467.1 QRISAND.....GSEIKLDI.ERDGASKTLELKPEKIDGRYRIGITQTIKTGFLDKLTGGFTQAANAATLIFKALGNLIA 313
NTDB id 323 STU RS10650 WP 011225396.1 EALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLIT 319
NTDB id 291 STER RS01205 WP 011680685.1 EALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLIT 319
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NTDB id 95646 LGMS210922A RS09185 WP 014025467.1 QPSLDKLGGPVAIYDLSGQAAREGLLSIIALLAMLSINLGIVNLIPIPVLDGGKIVLNIVEALRGKPLSQEKEGILTLVG 393
NTDB id 323 STU RS10650 WP 011225396.1 NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG 399
NTDB id 291 STER RS01205 WP 011680685.1 NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG 399
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NTDB id 95646 LGMS210922A RS09185 WP 014025467.1 LVFMVVLMIAVTWNDILRAFIR 415
NTDB id 323 STU RS10650 WP 011225396.1 VAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 VAVMVVLMIAVTWNDIMRAFF. 420
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