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NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFLFQNWQQSQASQN 80
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVLVICGIFGFWFVFQNWQQSQASQN 80
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 .....MKQKFSLISFVYLLVFVYFLIFSFSWPLLILSL....FSFFIAFYRQYYSVLVLLLCFSLFLLMIKKETEVQERK 71
NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILFI....CSILLALFRKYYLMIPILIVFAVFFLLINSLSIRDNEN 74
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQAY 160
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQAY 160
NTDB id 189 SPR RS04300 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 223 SPD RS04540 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 154 SP RS04735 WP 000942394.1 LADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 264 KZH43 RS04200 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 QPEKISKITPYMDTLQVNGSRLSFRGEVNGNDFQAFYTLTSEKEKEYFKKLAVKGTFYLEGTLEIPEEQRNFSGFDYRKY 151
NTDB id 596 KW2 RS08720 WP 021037686.1 QPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQKY 154
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHL 240
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 189 SPR RS04300 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 223 SPD RS04540 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 154 SP RS04735 WP 000942394.1 LKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 264 KZH43 RS04200 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 LRTQGIYRLLKIEKIHGFEEKQDFD....LRLVRRKAILWTQEHFPFPMSSYMTGLLFGWLDKDFEEMGDLYTSLGIIHL 227
NTDB id 596 KW2 RS08720 WP 021037686.1 LASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHL 230
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NTDB id 494 SM12261 RS04305 WP 000942409.1 FALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFII 320
NTDB id 189 SPR RS04300 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 223 SPD RS04540 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 154 SP RS04735 WP 000942394.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 264 KZH43 RS04200 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 FALSGMQVNFFIELLRNILLRLGLSQKLVFFIQIPFSIFYAFLTGLSLSILRALLQKNIPLK..NSSDRFSVTFLLLMVF 305
NTDB id 596 KW2 RS08720 WP 021037686.1 FALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNIRLT..S.LDNIGVTTLVLMLI 307
consensus !!!!!!!!*!!* *****!!!*!!**********!!!**!!**!!*!*!**!*!*!!**********!****!*!*!***



logo

S
MPKYNFLFFLTTAGGQVLTSLMCFLAYSAFLVI ILSTFMF

L
T
N
S
G
H
K
K
PFKSNELGKNEGLKKASVTLALTRSDESATLVLIAS ILCGVI LPLI L ISFDHYFHAI

S
EFQPLWS I ILLTI

L
F
I
L
VFGSLF ILFDFLLMTVLFLPGL

NTDB id 494 SM12261 RS04305 WP 000942409.1 MPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
NTDB id 189 SPR RS04300 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPL 397
NTDB id 223 SPD RS04540 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPL 397
NTDB id 154 SP RS04735 WP 000942394.1 MPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
NTDB id 264 KZH43 RS04200 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPL 397
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 SPYFLLTTGGQLTMLYSFLITFFSGKFKELKGLKKSLLDSTVLAIGVLPLLIFHFHSFQPLSIILTLLFSLIFDFLLLPG 385
NTDB id 596 KW2 RS08720 WP 021037686.1 SPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPL 387
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LSILFALSFLHPVIQLNF.IFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLF 476
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LSVLFALSFLYPVIQLNF.IFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLF 476
NTDB id 189 SPR RS04300 WP 000942407.1 LSILFVLSFLYPVIQLNF.IFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLF 476
NTDB id 223 SPD RS04540 WP 000942407.1 LSILFVLSFLYPVIQLNF.IFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLF 476
NTDB id 154 SP RS04735 WP 000942394.1 LSILFVLSFLYPVIQLNF.IFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLF 476
NTDB id 264 KZH43 RS04200 WP 000942407.1 LSILFVLSFLYPVIQLNF.IFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLF 476
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 LLFVFLLSLFGTDLTLFNPFFIVLESIVRWVGDLFDQPIVFGKPNLIFLLLLFMLSGLALDFYKKRNWNLSIIMVLFLLF 465
NTDB id 596 KW2 RS08720 WP 021037686.1 LLCCFLISFLGFSLNLNF.IFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFF 466
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NTDB id 494 SM12261 RS04305 WP 000942409.1 FLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLIL 555
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLIL 555
NTDB id 189 SPR RS04300 WP 000942407.1 LLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLIL 555
NTDB id 223 SPD RS04540 WP 000942407.1 LLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLIL 555
NTDB id 154 SP RS04735 WP 000942394.1 FLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLIL 555
NTDB id 264 KZH43 RS04200 WP 000942407.1 LLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLIL 555
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 FFVKNPKHPSITMVDVGQGDSILLQDSWNSQNILIDTGGRLKI.RADEQWKEGIYKSNAENTLLPYLRARGVSKIDVLIV 544
NTDB id 596 KW2 RS08720 WP 021037686.1 FITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLAL.P.QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLIL 544
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NTDB id 494 SM12261 RS04305 WP 000942409.1 TNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLV 635
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLV 635
NTDB id 189 SPR RS04300 WP 000942407.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 223 SPD RS04540 WP 000942407.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 154 SP RS04735 WP 000942394.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 264 KZH43 RS04200 WP 000942407.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 THPDEDHIGDLESVAQKVPIKNVYVSASALEKKSFAKKLSRLNSQIHIVQEGDKLPIFNSYLWFLTTGVEGKSDNDNSLV 624
NTDB id 596 KW2 RS08720 WP 021037686.1 THTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIV 624
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTR 715
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTR 715
NTDB id 189 SPR RS04300 WP 000942407.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTR 715
NTDB id 223 SPD RS04540 WP 000942407.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTR 715
NTDB id 154 SP RS04735 WP 000942394.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTR 715
NTDB id 264 KZH43 RS04200 WP 000942407.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTR 715
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 TFGEFYGKKFLFTGDLEEEGEMQLQEEYPHLEVDVLKVGHHGSKTSSKEAFLEAINPTLALISAGKNNRYKHPNQETLQQ 704
NTDB id 596 KW2 RS08720 WP 021037686.1 TYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLET 704
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NTDB id 494 SM12261 RS04305 WP 000942409.1 LETINSKVYRTDQHGAIRFKG.WNSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LEGINSKVYRTDQQGAIRFKG.WNSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 LEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 LEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 LEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 LEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 95625 LGMS210922A RS01985 WP 265150257.1 FAARGIKIYRTDQQGAIRLLYKKGSWHIQTVK 736
NTDB id 596 KW2 RS08720 WP 021037686.1 LAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
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