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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 95597 OCX61 RS19965 WP 261941051.1 MRTGMFALALGLLCLGVLPVLPSV........GWLLLLVLVGGVCACSRLWP....LGCFLLGLCWACWSAQQALDDRLSAQLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPVGLLLLPFRWRP....LAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 95597 OCX61 RS19965 WP 261941051.1 RTLWLEGRVVGLPARTAQGVRFELEQPHS.RRAELPQRLQLSWFDG....................PVIHAGEHWRVAVTLQRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 95597 OCX61 RS19965 WP 261941051.1 GLLNPHGPDREAQLLARRIGATGTVKAGQVLQA..............QARGWRDALRERLLQADAFG.QEAALVALVLGDGAGLA 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG.RAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 95597 OCX61 RS19965 WP 261941051.1 REQWQVLQATGTVHLLVISGQHIGLVAGLLYALVAGLARSGLWPRR.........WPWLPWACSLALAAALAYGWLAGAGVPVQR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQR.........LPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 95597 OCX61 RS19965 WP 261941051.1 ACLMLAVVLLWRLRFRQLGAMFPLLLALNLVLLAEPLAALLPGFWLSFAAVAILIYSFAAR..............LGGWRPWQAW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 95597 OCX61 RS19965 WP 261941051.1 TRAQWVIAVGLLPVLLVTGLPVSLSAPVANLLAVPWVSLAVLPLALLGTLLLPLAGVGEGLLWVAGGLLDILFRLLALLAGWRPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 95597 OCX61 RS19965 WP 261941051.1 WIPPALPVVAWLLVCAGALLLLLPRGVP...LRGLGGVMLLALW.VPRDTLPLGQVEVWQLDVGQGLAMLLRTRHHTLLFDAGPA 520
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 95597 OCX61 RS19965 WP 261941051.1 KGET.DLGERVVLPTLRKLGVGRLDLMLISHAHADHAGGAAAILRGLPVGRVIGGEAL..........SGVQLQPCSSGERWTWD 594
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 95597 OCX61 RS19965 WP 261941051.1 GVHFSLWRWE......DGQSSNDRSCVLMVEARGERLLLAGDMEAGAERAWLADT..EVPRIDWLQAPHHGSRSSSTEAFIRATI 671
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 95597 OCX61 RS19965 WP 261941051.1 PRGVLISRGRNNSFGHPHAQVVERYRRHGVVVYDTAVEGALRLVMGGHGSVE..SVGRQRRFWRGK................. 735
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGAR..RMRDEPRFWREK................. 741
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