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M@ I TF L F[§ IVVJHEFGHF FAK SGILVREFAIGMGPKIFAHMGKDGTEIYYTIRILPLGGYVRMAGWG DTTEIKTG P|JS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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LTL |DGKV RINLS{Y |8 DQTALPM VT[N DIJEDKLIJIIMGLVLIAEINKT JAVDHDAT VERADGTE RIAPMDVQYQNA IWG LI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLTI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
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TNFAGPMNNFILGV 'VF 'LIF QGG VDNRIN{Rg:! NG AINQYGC (RYWNR TR T[eRy0aV - W o ST A |2ygaTie) 'l 1§ 'L
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
PUEEREE R bk b Pokok Dok Dok DD T Dok Dokokok Dskokokokokokok | D skokokok | okokokokokok Dokok Dokokokok Dokok Dok | D skok |okokokok |okoskskosk sk kokox |
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DIVT EIASGE 18] VNP = SQGHYIRL G V[AIP[¢ 'K - DIRSIUiRYG G EgNALY SJAIRATL - BALKIL T3 I@NLNKLGGP VARE)@AS - A
SVTVKRSNGQEETISVKPQ SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQIYSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
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QUG [ ILpgy® M SIN GIFNLIPIPALDGGKIVJENI EAIRRKPLIMQEIE Y TLAGV)] MVVLMIAVTWND IMRINF FIi ke
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFFR 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFFQ 420

K non conserved
B similar
> 507 conserved

170
170
170

254
255
255

338
340
340



