logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

496 SM12261 RS02330 WP 000608383.
524 SMSK321 RS08155 WP 000565601.

266 KZH43 RS07930 WP 000565010.1
225 SPD RS08500 WP 000565010.1
191 SPR RS08095 WP 000565010.1

95366 QMM10 RS08230 WP 000565607 .

156 SP RS08975 WP 000565004 .1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

496 SM12261 RS02330 WP 000608383.
524 SMSK321 RS08155 WP 000565601 .

266 KZH43 RS07930 WP 000565010.1
225 SPD RS08500 WP 000565010.1
191 SPR RS08095 WP 000565010.1

95366 QMM10 RS08230 WP 000565607 .

156 SP RS08975 WP 000565004.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

496 SM12261 RS02330 WP 000608383.
524 SMSK321 RS08155 WP 000565601.

266 KZH43 RS07930 WP 000565010.1
225 SPD RS08500 WP 000565010.1
191 SPR RS08095 WP 000565010.1

95366 QMM10 RS08230 WP 000565607 .

156 SP RS08975 WP 000565004.1

consensus

=

FIH

AL

JEt)

s b (AR

TR R

WAL

MI WMYFFLVGSILASFLGLVIDRFPEQSII[NIZASHCDSCRBITIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAJJFELGLGLLFLEN
MIDMYFFLVGSILASFLGLVIDRFPEQSIIS)JASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINJYPVWYALMELGLGLLFLY
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF@®CRYCKVRYPVWYALFELGLGLLFLL
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVENRF{@CRYCKVRYPVWYALFELGLGLLFLL

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF[CRYCKVRYPVWYALFELGLGLLFLL
MIDHYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRL PLDLIPILSQVFNRFRCRYCKVRYPVWYALFELGLGLLFLL
|
|

(e LANL LTRSS ALV VLU DR AR AR

SIMYLSLGOQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AIY8GWRL M BFL LGI AHFIDIRMGAGDFLFLASC VFS
YSWGYLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVIJFLALGILAHFIDIRMGAGDFLFLASCALVFS
iQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS

YSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
YSWELLSLBQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
YSWELLSLGQV LITAGLTLGIYDF HQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS

(e ERAT AP HRRER L FLLA v AL

VIELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV
VITELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV
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