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TTLPEKPTDNSTVNVYR I

VRVAVPVHLYDTFDYLTLVTEQAEQYEQHRAIHLVGASRVAS IVSFGRQNL IVGI IVTVEKLVDPPTNSEQPSFIQTGTKTFKQLKAF I STDE I
LLDEHQAP I
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NTDB id 95115 AOY20 RS05715 WP 054580972.1 GIETATLKALAKKDICKCVHEKQDLSPMPMTLAQMPLTANEDQRKAIDTILKAQNKYQAFLLDGLTGSGKTEVYLQVMERVLKQG 254
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logo KQVLVLVPE IGLTPQTI SRFKQSRFHNCDNIAVLLHSGLNDSKRLQAWQHQAQSTGKAS I I LGTRSAIYTPLPNRLGL I I LDEEHDLSFYKQQ
NTDB id 95115 AOY20 RS05715 WP 054580972.1 KQVLVLVPEIGLTPQTISRFQSRFHCNIVLLHSGLNDSKRLQAWQHAQSGKASIILGTRSAIYTPLPNLGLIILDEEHDLSFKQQ 339
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTPLPRLGLIILDEEHDLSYKQQ 340
consensus !!!!!!!!!!!!!!!!!!!! !!!*! ! !!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!!!
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NTDB id 95115 AOY20 RS05715 WP 054580972.1 EGFRYHAKDVALYRAHLEKCPIILGSATPSIDCYALVEQGKLKLLELNQRAGSALMPKMHVLDLKVSPKQHGISQLLIGEIKRRI 424
NTDB id 1072 ABD1 RS01805 WP 000156662.1 EGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMHLIDLKIVKKQHGISQPLIEQIKNTL 425
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ERKEQVL I FLNRRGYAPVL IVCDESCAGWQAKNCPHNCDAHNFTLHTYQPYSHYLHCHHCGTI

VHRKLPDHCPEQCNQHQEKESLKPTI
LGAMGTAKVEEHSLNQ

NTDB id 95115 AOY20 RS05715 WP 054580972.1 ERKEQVLIFLNRRGYAPVLICDSCAWQAKCPNCDANFTLHYQPYSHLHCHHCGTIHRKPDHCPQCNHEELKPIGMGTAKVEESLN 509
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTVHRLPDHCPECQQKSLKTLGAGTAKVEEHLQ 510
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logo ELFPDNHVDVIRVDRDSTSRVGSWQKIYDR IQQTNSEKPSVI LLGTQMLAKGHHFPHYVTLVATI LDIDASGLLSVDFIRAPERTAQL IVQVASGR
NTDB id 95115 AOY20 RS05715 WP 054580972.1 ELFPNVDVIRVDRDSTSRVGSWQKIYDRIQTSEPVILLGTQMLAKGHHFPYVTLVTILDIDSGLLSVDFRAPERTAQLIVQVSGR 594
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGR 595
consensus !!!! *!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!*!!!! !!!!! !!!!!! !!!!!!!!!!!!! !!



logo AGRGEHKKGDHVYLQTLRPDHPLLSTTL IVENHKDYRAFVAHKQTLAKERKAVALLPPYRYATAVL IRACESKDNQRDQLYNTLQDHFLNQEGAYAEQNQLRQTI
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NTDB id 95115 AOY20 RS05715 WP 054580972.1 AGRGEKKGDVYLQTLRPDHPLLSTLVNHDYRAFAHQTLKERKAALLPPYRYTALIRCESKNQQLNQDFLQGYAQNLRTNANELID 679
NTDB id 1072 ABD1 RS01805 WP 000156662.1 AGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVALLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVD 680
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logo IWGP IPAPMERKAGRYQRAHMVI
LLSAQDRAKRLHFYI

LRQWWAQNQLML
VHAQKPRPQHSNQLMKRLS ILDI

VDPQEFLS
NTDB id 95115 AOY20 RS05715 WP 054580972.1 IWGPIPAPMERKAGRYQAHMVLLSQDRAKLHFYIRQWWQNMLHQK.PSNMKLSLDIDPQELS 740
NTDB id 1072 ABD1 RS01805 WP 000156662.1 IWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQLVHAPRQHQLRLSIDVDPQEFS 742
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