
logo MKKLGFTI
L
A
LVLFLASAVI

V
G
I LFVACAGSGQKGKDTSTNTKSGSQSKLKNVVATNS I IADITKNIAGDKIDNLHS IVP I

VGKQDPHEYEPLPEDVKTKT
NTDB id 95074 SanJ4211 RS01585 WP 021001263.1 MKKLGFIAVLFLAVVGLFACAGQKGTSTNKSSKLNVVATNSIIADITKNIAGDKINLHSIVPVGKDPHEYEPLPEDVTKT 80
NTDB id 439 SPR RS07420 WP 000733056.1 MKKLGTLLVLFLSAIILVACASGKKD.TTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKT 79
consensus !!!!! * !!!! * ! !!! ! *! !! !!!!!!!!!!!!!!!!!!!! !!!!!!*! !!!!!!!!!!!! !!

logo SEKADL I FYNGINLETGGNAWFTKLVEKNAKKKTENKDYFYAVSDGVDEVIYLEGQNSEKGKEDPHAWLNLENGI
V I FYAKNIAKQRL IS

NTDB id 95074 SanJ4211 RS01585 WP 021001263.1 SKADLIFYNGINLETGGNAWFTKLVKNAKKKENKDYYAVSDGVEVIYLEGQSEKGKEDPHAWLNLENGVIYAKNIAKRLI 160
NTDB id 439 SPR RS07420 WP 000733056.1 SEADLIFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLS 159
consensus ! !!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!*!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!*!*!!!!!! !

logo

A
EKDPKNNKEFTYEKNLKAEYTADKLDEAKLDKEASKADKFNKNIPAEKKLMIVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKTL

NTDB id 95074 SanJ4211 RS01585 WP 021001263.1 EKDPKNKETYEKNLKAYTAKLEALDKEAKAKFNNIPAEKKMIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQIKTL 240
NTDB id 439 SPR RS07420 WP 000733056.1 AKDPNNKEFYEKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTL 239
consensus !!! !!! !!!!!! !! !!* !!!! ! !!! !!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo VEKLRKQTKVPSLFVESSVDDRPMKTVSKQDTKNIP IYAKQI FTDS IAEKQGEKEKGDSYYDSMMKW
YNLDKIASEGLASK

NTDB id 95074 SanJ4211 RS01585 WP 021001263.1 VEKLRKTKVPSLFVESSVDDRPMKTVSKDTKIPIYAKIFTDSIAEKGEKGDSYYDMMKWNLDKISEGLSK 310
NTDB id 439 SPR RS07420 WP 000733056.1 VEKLRQTKVPSLFVESSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!!! !!!!!!!!!!!!!!!!!!!!! !! !!!!! !!!!!!!! ! !!!!! !!!*!!!!! !!! !
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