
logo MSKTI S INAGSSSLKWQLYELMPAEEKVI
LAKGL I ER IGLKKDDSAI STVKFDNSGRQAEEAKSQE I

TLDAIDKDHTQAAVKI LLDDLMIRHFLGDI IKSY
NTDB id 95071 SanJ4211 RS01275 WP 057489560.1 MSKTISINAGSSSLKWQLYEMPAEKVIAKGLIERIGLKDSISTVKFDSRAEKQILDIDDHTQAVKILLDDLMRFGIIKSY 80
NTDB id 402 FSA28 RS09365 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSY 80
NTDB id 393 SMU RS08995 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSY 80
consensus !!!!!!!!!!!!!!!!!!!*!!*!!!*!!!!!!!!!**!*!!!!!!********!*!*!!!*!!!!!!!!!****!!!!!

logo

E
DE ITGVGHRVVAGGETYFKNESALVDSEEVIQKKVEELALLAPLHNKANAAGIRAFKEKLI LPDITSVVVFDTSAFHTTMPEKVAYR

NTDB id 95071 SanJ4211 RS01275 WP 057489560.1 EEITGVGHRVVAGGEYFKESALVDSEEVIQKVEELALLAPLHNKANAAGIRAFKELLPDITSVVVFDTSFHTTMPEKAYR 160
NTDB id 402 FSA28 RS09365 WP 002263443.1 DEITGVGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYR 160
NTDB id 393 SMU RS08995 WP 002263443.1 DEITGVGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYR 160
consensus *!!!!!!!!!!!!!*!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!*!!!!!!!*!!!

logo YPLPTNKYYFTENKQVRKYGAHGTSHQYYVAKHEAAKAI LGEKPLI EEKLKL ITCVHI
MGNGAVS ILTAVDQGGI

KSVDTSMGFTPLGGVMMGTR
NTDB id 95071 SanJ4211 RS01275 WP 057489560.1 YPLPTKYYTENKVRKYGAHGTSHQYVAKEAAKALGKPLEELKLITCHIGNGASITAVDQGISVDTSMGFTPLGGVMMGTR 240
NTDB id 402 FSA28 RS09365 WP 002263443.1 YPLPNKYFTENQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTR 240
NTDB id 393 SMU RS08995 WP 002263443.1 YPLPNKYFTENQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTR 240
consensus !!!!*!!*!!!*!!!!!!!!!!!*!!!*!!!!*!*!!*!*!!!!!*!*!!!*!*!!!!*!*!!!!!!!!!!!!!!!!!!!

logo TGDI
LDPAI

V IPYL IMEDHNTEDFDKTPEDINRYR I LFNKNQESGLLGVI SETLSSNDMRDE I IEAGAMTHAEAGNHKNCAKTLAFYDNI
MFVIDR IQIKHIGQAYFAAV

NTDB id 95071 SanJ4211 RS01275 WP 057489560.1 TGDIDPAIIPYLIEHTEDFDTPEDINYILNKQSGLLGVSETSSDMRDIIAGMHEGNHNCKLAFDIFVDRIQKHIGQYFAV 320
NTDB id 402 FSA28 RS09365 WP 002263443.1 TGDLDPAVIPYLMDNTEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAV 320
NTDB id 393 SMU RS08995 WP 002263443.1 TGDLDPAVIPYLMDNTEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAV 320
consensus !!!*!!!*!!!!***!!!!*!!!!!**!*!**!!!!!*!!*!*!!!*!*!****!!*!**!!***!*!!!*!!!!*!*!!

logo

L
MNGAVDAI IVFTAGIGENSDDAEHVIRESAEVI IMS

K
G
H
L
F
S
DWFLGCADI LVPTEKNVEKRGPAVEYGI

V I SSDNAAKVKVLVIPTDEELVIARDVECRFLKNTQKK
NTDB id 95071 SanJ4211 RS01275 WP 057489560.1 LNGADAIIFTAGIGENSDEVREAVISGLSWFGCDILPEKNV.RGAEGIISSDAAKVKVLVIPTDEELVIARDVECFKNQK 399
NTDB id 402 FSA28 RS09365 WP 002263443.1 MNGVDAIVFTAGIGENDAHIRSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK. 399
NTDB id 393 SMU RS08995 WP 002263443.1 MNGVDAIVFTAGIGENDAHIRSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK. 399
consensus *!!*!!!*!!!!!!!!****!********!*!*!!**!!!**!***!*!!!*!!!!!!!!!!!!!!!!!!!!!!**!**

X non conserved

X similar

X ≥ 50% conserved


