
logo MPVKEQGFSLLEVL IAMAI SSVLLLGAARFLPALQRESLTSTRKLALEDE IWLRVFTVAKHLQRAGYCHGICTGEGLE IV
NTDB id 95048 AO055 RS18320 WP 001144311.1 MPVKEQGFSLLEVLIAMAISSVLLLGAARFLPALQRESLTSTRKLALEDEIWLRVFTVAKHLQRAGYCHGICTGEGLEIV 80
NTDB id 1442 BW25113 RS14690 WP 001144315.1 MPVKEQGFSLLEVLIAMAISSVLLLGAARFLPALQRESLTSTRKLALEDEIWLRVFTVAKHLQRAGYCHGICTGEGLEIV 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GQGDC I
V IVQWDANSNGIWDREPVKESDQIGFRLKEHQVLETLRGATSCEGKGWDKVTNPDAI I IDTFQVVRQDVSGFSPVL

NTDB id 95048 AO055 RS18320 WP 001144311.1 GQGDCIIVQWDANSNGIWDREPVKESDQIGFRLKEQVLETLRGATSCEGKGWDKVTNPDAIIIDTFQVVRQDVSGFSPVL 160
NTDB id 1442 BW25113 RS14690 WP 001144315.1 GQGDCVIVQWDANSNGIWDREPVKESDQIGFRLKEHVLETLRGATSCEGKGWDKVTNPDAIIIDTFQVVRQDVSGFSPVL 160
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TVNMRAASKSEPQTVVDNASYSVTGFNL
NTDB id 95048 AO055 RS18320 WP 001144311.1 TVNMRAASKSEPQTVVDASYSVTGFNL 187
NTDB id 1442 BW25113 RS14690 WP 001144315.1 TVNMRAASKSEPQTVVNASYSVTGFNL 187
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!
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