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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 95041 NGK79 RS01995 WP 006785953.1 MSSRGVNKVILVGNLGQDPEVRYIPNGSAVATLSLATSESWRDKQSGEQKEVTEWHRVVIFGKLAEIAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!**!*!*!!*****!!!!*!*!* *!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQRI
L
K
R
Q
S
TRKYWTQGDKQANSDGI

Q
D
E
K
RTYSATYTDEVIQVVQGNI

Y
N
A
G
D
G
N
I
T
V
E
L
MKQMLDGSGRAQSNQESQGNGSDGFMQGAGPAGYDENQGQEGMYNGNVQPTASQSRQGNSEDGSAYWNGQRQAPPAQAQPQATSNRYQNQGGYSDNYPAPQSND

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQ..SQEAYQRPAQQSRQ........PAPD 142
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQ..SQEAYQRPAQQSRQ........PASD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDF.GGNQG.......SGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 95041 NGK79 RS01995 WP 006785953.1 EGQLRTRKWTDQAGQEKYTTEVVV.NIGGTMQMLGGRQSGSGQ........NTSSRNDWGQPQQPS.............. 137
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