
logo MS IVLHGVAAGKGIAVGCAHL IARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAF I SLHLMLLTD
NTDB id 94606 AN159 RS09530 WP 069972535.1 MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAFISLHLMLLTD 85
NTDB id 1096 KZH42 RS00175 WP 002225691.1 MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAFISLHLMLLTD 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VTLSREPVDI LREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRR IHNNL IGQGNELEVADNLFDEPTVL IANADLSP
NTDB id 94606 AN159 RS09530 WP 069972535.1 VTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNELEVADNLFDEPVLIANALSP 170
NTDB id 1096 KZH42 RS00175 WP 002225691.1 VTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNELEVADNLFDETVLIANDLSP 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!

logo ADTVLFKEQR IAAFVTDAGGPTGHTAI LGRSLDIPSVVGLHNARKL ITEGETVIVDGINGVL I IAPDESVLNESYRRRAREYRSHK
NTDB id 94606 AN159 RS09530 WP 069972535.1 ADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIVDGINGVLIIAPDESVLNESRRRAREYRSHK 255
NTDB id 1096 KZH42 RS00175 WP 002225691.1 ADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIVDGINGVLIIAPDESVLNEYRRRAREYRSHK 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo RDLNKLKKTAAATADGVC I ELVGNI ESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYEVYSAIVKKMKGKSVTIRTVD
NTDB id 94606 AN159 RS09530 WP 069972535.1 RDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYEVYSAIVKKMKGKSVTIRTVD 340
NTDB id 1096 KZH42 RS00175 WP 002225691.1 RDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYEVYSAIVKKMKGKSVTIRTVD 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAI LRAAAVHGPVRMMWPMITSVSEVRQCL IHLDTAQRQLAER
NTDB id 94606 AN159 RS09530 WP 069972535.1 LGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAILRAAAHGPVRMMWPMITSVSEVRQCLIHLDTAQRQLAER 425
NTDB id 1096 KZH42 RS00175 WP 002225691.1 LGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAILRAAVHGPVRMMWPMITSVSEVRQCLIHLDTAQRQLAER 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GDAFGKVGIGCMI E IPSAALTVGS I LKLVDF I SVGTNDL IQYI LSVDRGDDSVSHLYQPGHPAVLKMLQHVIRTANRMDKDVSVC
NTDB id 94606 AN159 RS09530 WP 069972535.1 GDAFGKVGIGCMIEIPSAALTVGSILKLVDFISVGTNDLIQYILSVDRGDDSVSHLYQPGHPAVLKMLQHVIRTANRMDKDVSVC 510
NTDB id 1096 KZH42 RS00175 WP 002225691.1 GDAFGKVGIGCMIEIPSAALTVGSILKLVDFISVGTNDLIQYILSVDRGDDSVSHLYQPGHPAVLKMLQHVIRTANRMDKDVSVC 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GEMAGDTAFTRVLLGMGLRRFSMNPNNI LPVKNI I LHSNVGQLESDIVKVIRCEDEEKSEKL IKQMNSVSVEEEADFKGRK
NTDB id 94606 AN159 RS09530 WP 069972535.1 GEMAGDTAFTRVLLGMGLRRFSMNPNNILPVKNIILHSNVGQLESDIVKVIRCEDEEKSEKLIKQMNSVSVEEEADFKGRK 591
NTDB id 1096 KZH42 RS00175 WP 002225691.1 GEMAGDTAFTRVLLGMGLRRFSMNPNNILPVKNIILHSNVGQLESDIVKVIRCEDEEKSEKLIKQMNSVSVEEEADFKGRK 591
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


