
logo

MKQSAR IKNMDQTLKNTLGICALLAFCFGAAIASGYHLEYEYGYRYSAVGALASVVFLLLLARGFPRVSSVVLL IYVGTTALYLP
NTDB id 94595 AN159 RS06675 WP 002232822.1 ..................................................................................... 0
NTDB id 1107 VT05 RS06875 WP 003693549.1 MKQSARIKNMDQTLKNTLGICALLAFCFGAAIASGYHLEYEYGYRYSAVGALASVVFLLLLARGFPRVSSVVLLIYVGTTALYLP 85
consensus *************************************************************************************

logo

VGWLYGAPSYQIVGS I LESNPAEAREFVGNLPGSLYFVQALFF I FGLTVWKYCVSVGVFADVKNYKRRSKIWLTI LLTL I LSCAV
NTDB id 94595 AN159 RS06675 WP 002232822.1 ..................................................................................... 0
NTDB id 1107 VT05 RS06875 WP 003693549.1 VGWLYGAPSYQIVGSILESNPAEAREFVGNLPGSLYFVQALFFIFGLTVWKYCVSVGVFADVKNYKRRSKIWLTILLTLILSCAV 170
consensus *************************************************************************************

logo MDEKIAGSDKDLWREPDAGLLLNI FDLYYDLASAPAQYAAKRAHI LEAAKKASTWHIRHVAPKYKNYVVVIGESARSDYMNVYGFPLP
NTDB id 94595 AN159 RS06675 WP 002232822.1 MDKIASDKDLREPDAGLLLNIFDLYYDLASAPAQYAAKRAHILEAAKKASTWHIRHVAPKYKNYVVVIGESARSDYMNVYGFPLP 85
NTDB id 1107 VT05 RS06875 WP 003693549.1 MEKIAGDKDWREPDAGLLLNIFDLYYDLASAPAQYAAKRAHILEAAKKASTWHIRHVAPKYKNYVVVIGESARSDYMNVYGFPLP 255
consensus !*!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DTPFLSQRTKGLL INGYQSTAHATNLSLPQTLGLPGEPNNNIVSLAKQAGFRTAWLSNQGMLGHFANE I STYALRSDYPWFTQRGD
NTDB id 94595 AN159 RS06675 WP 002232822.1 DTPFLSQTKGLLINGYQSTAHATNLSLPQTLGLPGEPNNNIVSLAKQAGFRTAWLSNQGMLGHFANEISTYALRSDYPWFTQRGD 170
NTDB id 1107 VT05 RS06875 WP 003693549.1 DTPFLSRTKGLLINGYQSTAHATNLSLPQTLGLPGEPNNNIVSLAKQAGFRTAWLSNQGMLGHFANEISTYALRSDYPWFTQRGD 340
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YGKSAGLSDRLLLPAFKRVL ITGNAGTKPRL IVMHLMGSHSDFCTRLDKDARRFQYQTEKI SCYVSTIAQTDKFLEDTVKI LNENK
NTDB id 94595 AN159 RS06675 WP 002232822.1 YGKSAGLSDRLLLPAFKRVLIGNAGTKPRLIVMHLMGSHSDFCTRLDKDARRFQYQTEKISCYVSTIAQTDKFLEDTVKILNENK 255
NTDB id 1107 VT05 RS06875 WP 003693549.1 YGKSAGLSDRLLLPAFKRVLTGNAGTKPRLIVMHLMGSHSDFCTRLDKDARRFQYQTEKISCYVSTIAQTDKFLEDTVKILNENK 425
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ESWSLVYFSDHGLMHVGKGGERTLTHGAEWKRQSYGVPLVKI SSDDTRREMIKVRRSAFNFLRGFGSWTGI ETDELPDDGYDFWGN
NTDB id 94595 AN159 RS06675 WP 002232822.1 ESWSLVYFSDHGLMHVGKGGERTLTHGAWKRQSYGVPLVKISSDDTRREMIKVRRSAFNFLRGFGSWTGIETDELPDDGYDFWGN 340
NTDB id 1107 VT05 RS06875 WP 003693549.1 ESWSLVYFSDHGLMHVGKGGERTLTHGEWKRQSYGVPLVKISSDDTRREMIKVRRSAFNFLRGFGSWTGIETDELPDDGYDFWGN 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VPDVPQGEGNNLAF IDGRLQPSDDPAPWYAGKGKSATKNTSKK
NTDB id 94595 AN159 RS06675 WP 002232822.1 VPDVQGEGNNLAFIDGLPDDPAPWYAGKGKSTKNTSKK 378
NTDB id 1107 VT05 RS06875 WP 003693549.1 VPDVPGEGNNLAFIDRQSDDPAPWYAGKGKSAKNTSKK 548
consensus !!!!*!!!!!!!!!! *!!!!!!!!!!!!! !!!!!!
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