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.MS NKVILIGRLGRDPEVRYMPNG AVNIISVATSE WD B YRKLAE AGQYL KG[EQRVY

.MS NKVILIGRLGRDPEVRYMPNG AVIENIJSVATSE WiyD YRKLAE AGQYL KG[GQRVY

..MAGVNKVI GNLG DP BMPNG AVAR SVATSESWNDK.TGER E{YTEWHRIV)y R [NAEVAGQYLRKGSIYVY
RNG NKVI GNLG DPE RT V

. MPNG AVAN SVATSESWIWDK TGER ENYTEWHRIV|§YR [NAEVAGQYLRKGSQVY
WERIGVNKVILIGNLG DPEVRYMPHIGHAVAN ATSE WRIDKRTGE[N E TEWHR | YEKLAEVAG YLRKGSQVY
WERPIGVNKVILIGNLG DPE RYMPEIGEAVAN ATSESWBIDK TGEjl E TEWHR V [§KLAE AG YLRKGSQVY

IWANIGVNKVIL GNLG DPEVRYMPNGEAVAN  ATSESWRDKRTGEM ENTEWHR V [@KLAEVAF YLRKGSQVY
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... .BANENKUINIeEMNEN SEGAIHYD . . . ... ... SQE. AL YQRPAQ
EG LﬁTRKWQDQNGQDRY e DSJMSSGEDF. ... ..... GGN[af¢ QAPA QTNYNQGGYSDNYA
EG LISTRKWQDQWIGQDRY ... EDVL[NINeIeMNOGEDE . . .. ... .. GGN[afexedileM|S AP AJIINQSYNQGNSGYGYD
EGELQTRKWQDQSGQDRY TE Vi Ae[eagieaiM ML GGREYIN] M.EAQGGMNVPAQQGEWG.QPQQPAKQ ...........
EGENLQTRKWQDQBGQDRY V. NI[EGTNUININGG . QDN . . . . . .. APSQGQGGWG.QPQQPQAS ...........
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Plokokoskosk | Dk Dokok Dskokokkokok * k1 [ * % % %k ok k ok ok

QEEQ 22D g&xAA Q Qé RKAAéSQEA VBRI
FSH) PASD EARFWAPRRQEVPMA ARV 174
AR PAPD EAPAAPRRQ v ARY 174
Qlpy FN GNA QNG . . KPAAQINGIIT 180
QTASRP QA AKQA.. 178
PMQQ . ) 177
G AQQ-. . . 174
Q SAQSA . 178

X non conserved
B similar
B >50% conserved

134
134
144
145
147
139
145



