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NTDB id 146 SP RS08570 WP 000614538.1 TTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSL
NTDB id 216 SPD RS08205 WP 000614552.1 TTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSL
NTDB id 182 SPR RS07820 WP 000614552.1 TTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSL
NTDB id 257 KZH43 RS07655 WP 220041236.1 TTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSL)
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 384 SMU RS02325 WP 002263039.1
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NTDB id 146 SP RS08570 WP 000614538.1 = |INNSWIREERACHN QG NNNAANAAY . . . . . . IWSFNCN AINGQUUARNHARI NG N QIR VG AN O IRA OGNS . . . . ... ... ..
NTDB id 216 SPD RS08205 WP 000614552.1 = |3NNSMIREERACHNQYNNNAANAAY . . . . . . IWSFCH VINOQUUARHARI YNGR QIR IGAN O IRAOUNTYNY . . . . . . . ... ..
NTDB id 182 SPR RS07820 WP 000614552.1 = |ANNSU\IMEERACARGVVINNAANATAN . . . . . . IWSFNEN]VIHUAARNRRI NG QIR NGNAN SR ARG . . . . . ... . ...
NTDB id 257 KZH43 RS07655 WP 220041236.1 |3NNONIRERRACHNQINNAARANY . . . . . . WS VIHOQUUARHRRYIZ NG QIR IGAN O IR GNTENY . . . . ... ... ..
NTDB id 467 HSISS4 RS06915 WP 021143821.1 . E . SLQSSSSSTTHSS
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