
logo MRALGLL IVGFVAGCMALQMTQRAPAVLAMPAVWQAPAVLVLVGLLWALCLLALAMAFLVALRRGARKLP I
RLLVPSVLMALVLTASAASCVAGFGWSDWRAQQRFLSVVLASPAWEG

NTDB id 94069 ACS15 RS10780 WP 031329131.1 MRLGLVGFVAGCMALQMQAVLMPAWQAVVVLWLCLLLAFVAR...RKPILLSVLLVTSASVAGFGWSDWRAQQRFSVVLSPAWEG 82
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
consensus !! !*!!!!!!!!!! * ! ! !!* ** !!! * !***! ! !**!* ! ! *!!!!!!!!!!!!! !!!! !!!!!

logo KDI IRATGVVAELPEQVSTEDATRFLFQR I ESSDAGDAVPPSRVRLSWYGALRSTWGHEGARGQDREAEGAVAEPTDRRAGIPDLQPGQRWKQLTLRLKRPH
NTDB id 94069 ACS15 RS10780 WP 031329131.1 KDIIATGVVAELPQVSEDATRFLFQIESSDAGDAVPSRVRLSWYGARTWGGAGDE.GVEPDRRAGIPDLQPGQRWKLTLRLKRPH 166
NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
consensus !!! !!!!!!!!! !*!!!!!!!! !!!!!!!!!!!*!!!!!!!! !*!* !* *!!!!!!!!!!!!!!! !!!!!!!!!

logo SLMSNPGGFDGEYAMLADDI
VRAATGYVRYTGKRAQRNAIALLMGEADEAGSGFVGI

L
N
RVERWRAAVRRHI

LLAALPDEARYAPVIVALVVGDQSGIA
NTDB id 94069 ACS15 RS10780 WP 031329131.1 SLSNPGGFDGEYAMLADDIRATGYVRTGKRAQNIALGEAEAG..FGINVERWRAAVRRHILAALPDARYAPVIVALVVGDQSGIA 249
NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
consensus !! !!!!!!!!!!!!!!!*!! !!! !!!!! ! *!!!*!!** !* !!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!

logo

Q
R
A
EDWELRFRRTGI SHLVS I SGLHITMIAGLFAGAFLWMALWRRSFGLARWLRMTPLPLRMPATPQRAGAI

VAAMALAAFAGYCLLAGMGVPAQR
NTDB id 94069 ACS15 RS10780 WP 031329131.1 REDWELFRRTGISHLVSISGLHITMIAGLFAAFWMALWRRSFGLARWLRMPLPLRMPTPRAGAIAAMLAAFGYCLLAGMGVPAQR 334
NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!! !!!!!!! *!!!!*!!! !!!*!!!!!!!!!!!!!

logo TLLMLASTVAI
VARLATDRNSVPAVSLSLCWAAALVVAVALVDPWAVMSAGFGWLSFGAVAI

V I FLMAAQRI
MVALADDGARRDDRVERRTEPARWPWMVRAYQWHRGI

L
A
R
G
S
A
S

NTDB id 94069 ACS15 RS10780 WP 031329131.1 TLLMLSTVAIARLTDRNVPASLSLCWAAAVVVAVDPWAVMSAGFWLSFGAVAIIFMAAQMVLDGRR.DRETERWWMRYQHGIASS 418
NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
consensus !!!!! !!!*!!! !! !! !!!!!!!!!*! !!!!!!!!!! !!!!!!!!*!!*!! *! !*! * !**! *!*

logo

A
TR I

VQFLAVTFGLLPLTLLLFQQTVSVVSAAVANAGLAIPVVSFLVTTPLALMVGATALPDEPLWASQPVLAI LWASEAVSFARWLMVPVWLDEAWLALRPGSGWSVW
NTDB id 94069 ACS15 RS10780 WP 031329131.1 TRIQFAVTFGLLPLTLLLFQQTSVVSAAANGLAIPVVSFLTTPLALVGAALPDPLAQPVLALSEVSFRWLVVWLEWLARPSWSVW 503
NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVW 510
consensus !*! !!!!!!!!!!!!!!!! !!!!! !!*!!!!!!!!*!!!!!!*! !!!*! !!!! ! !! !!**!!* !! ! !!!

logo VAPAVAPAWALWGLLATVGVGVAPLLLVPGAGHYRAWAWRAQGALVLLLVPML
VLARAVPAVPLPPGEFRMVVAFDIGQGAAATLVETAGNHRLLFDTGPRQY

NTDB id 94069 ACS15 RS10780 WP 031329131.1 VAPVAPAWALLLATGGVALLLVPGAHRAWAWRAQGALLLVPMVLARVPVPLPGEFRVVAFDIGQGAAALVETANHRLLFDTGPRY 588
NTDB id 1426 RS RS05575 WP 011001070.1 VAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQ 595
consensus !!! !!!!! !! !!*!!!!!!**!!!!!!!!!!*!!*!!*!!! ! !*!!!!!*!!!!!!!!!! !!!!! !!!!!!!!!!



logo GDHLADAAADRVITVPYLRGHGI
V
E
QAI

LDATLVVSHEDSDHAGGTETVI
M
A
D
A
GVPVRTMLASLPNPGHAGLEHARQTAARAHLDGI EGLPATGSCLVAGQRVWATWDG

NTDB id 94069 ACS15 RS10780 WP 031329131.1 GDHADAAARVITPYLRGHGIEALDALVVSHEDSDHAGGTETVIDAVPVRTMLASLPNGHALHATAAAHDIGLTSCLAGQVWTWDG 673
NTDB id 1426 RS RS05575 WP 011001070.1 GDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDG 680
consensus !!*!!!! !!! !!!!!!!* !*! !!!!!!!!!!!!!!!!!* *!!!!!!!!!!!*!!*!* ! !* ! * !*!!! ! !!!

logo VATFE I
MLHYPAVQRPVPASDGRAARVSSNARSCVLR IAGNAGRHYAALMLATGDI EGARAPQEAAL IVAASEATPERLMADI LLVPHHGSKRTSSSGAFLDAVSAP

NTDB id 94069 ACS15 RS10780 WP 031329131.1 VTFEMLHPARPPADGARVSSNARSCVLRIGNGRHAALLTGDIEAPQEAALVASETPERLMADILLVPHHGSKTSSSGAFLDAVSP 758
NTDB id 1426 RS RS05575 WP 011001070.1 VAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSA 765
consensus ! !!*!*! *! ! ! !!!!!!!!!!!!*!*!*!!*! !!! *!!!!!*! ! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!*

logo QVAVFQVGYRNRYGHPHPRQVWQRYGVARDGI ERLRTDAQTGAVVI ETRGDALAEVQRTARSMRPRYWSSALEVAEALAETATATDEGP I
T
D
GALQP

NTDB id 94069 ACS15 RS10780 WP 031329131.1 QVAVFQVGYRNRYGHPHRQVWQRYVARDIERLRTDQTGAVVIETRGDALEVQTARSMRPRYWSSALEVEALATAADGIDALP 840
NTDB id 1426 RS RS05575 WP 011001070.1 QVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus !!!!!!!!!!!!!!!!!*!!!!!! !! !!!!!!! !!!!!!!!!!!!! ! !!!!!!!!!!!!!!!! !!! ** ! !

X non conserved

X similar

X ≥ 50% conserved


