logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

L AKKngEwKKFDEE%KAL@éALKB

1313 DR RS12030 WP 010888966.1 .. .MSKDA.TKEISAPTDAK

600 KW2 RS01765 WP 011675413.1 . .MATKKKTNFDDITKKYGA MRLG
269 KZH43 RS08665 WP 001085462.1 .. .MAKKPKKLEEISKKFGA IMRLG
228 SPD RS09265 WP 001085462.1 .. .MAKKPKKLEEISKKFGA IMRLG
194 SPR RS08825 WP 001085462.1 .. .MAKKPKKLEEISKKFGA IMRLG
159 SP RS09750 WP 001085462.1 .. .MAKKPKKLEEISKKFGA IMRLG
499 SM12261 RS08315 WP 078228268.1 .. .MAKKPKKLDEISKKFGA IMRLG
527 SMSK321 RS11065 WP 001085454.1 .. .MAKKPKKLDEISKKFGA IMRLG
453 Spy49 1753c ACI62003.1 .. .MAKKLKKNEEITKKFGD MRLG
408 SMU RS09530 WP 002262392.1 .. .MAKRIKKTEEITKKFGD I\ MRLG
115 BSU 16940 NP 389576.2 ... IM LG
625 LCA RS02525 WP 011374196.1 ... ...... ... IMR G
1245 Cj1673c YP 002345041.1 ... ... IMRLG
1211 C694 RS00795 WP 000963128.1  ............... I8 T KWYFGKGE WRLG
1214 NCTC11637 00359 SQJ03206.1 ............... AR VARG
1334 RAOC RS04870 WP 004918236.1 ......... MAKTETTSPND|

93990 ACKTSM RS10075 WP 407874523.1 ...... MATNLKLVEKENDV

1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTVVKQVEPEQ

1130 NGFG RS03960 WP 003688695.1  ................. IEKSFGKGI\IM
1124 NGFG RS03960 WP 003688695.1  ................. IEKNFGKGIN\IM
1123 0K783 RS03845 WP 003688695.1  ................. IEKNFGKGI\IM
1427 RS RS02760 WP 011000510.1 MEDG........ IEKWNFGKG IM
1165 A1552VC RS01565 WP 000344154.1 ................. IEKWNFGKG IMRLG
1142 GTF74 RS11550 WP 000344154.1  ................. IEKINFGKG IMRLG
1205 PSJM300 05545 AFN77183.1 ... ... . ... IEK@NFGKGA MR G
1022 ACIAD RS06390 WP 004925639.1  .................

1074 ABD1 RS10195 WP 000344167.1 .......... . ...... MRLG
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ARENQKEAGGINMAF IDAEHALDPWY ARSALGVNDELL
AINYQK)AGGIWNAF IDAEJALDPIAY AVONLGVN DELL
ARFNQKINGGIWNAF IDAEHALDPENYY ALWALGVN DELL
ANENQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL
ANFNQKIAGGIWNAF IDAEHALDPEYY ALZWALGVN DELL
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AIYQRINGGMENAFIDAEHALDPWUYARISLGVN ELL
AIRUQK[NGGIWAA IDAERJA DPISYAWWNLGVN D' LL
AINYQKINGG\f¥AF IDAEHALDPUY ARSYLGVNED L
AINSOKINGGNAMAF IDAEHALDNIY AJQUL.GV gy NLL
AINMQKNGGUAMAF IDAEHALDY Y AJQALGV iy RLL

AIINQKGGIWNAF IDAEHARGDISSIY AIISLG N EL

AJFNQKENGGYWNAF DAEHALDPWUYAIASLGV DEL
AWAQKNFENEAF IDAEHALDP|YY AL GVNDELL
VUCAF DAEHARDPWYABRISLGVIS ELM
UGAF DAEHAIDPWYABRISLGVIS ELM
VUCAF DAEHAJJDPNYABISLGVIS EL)
INYAFIDAEHALDENY ASLGV]Y § LL
GNSAFTDAEHALDP|YYAJSMLGVN DELL
UNSAFTDAEHALDP|YYAJSMLGVN DELL
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NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDS|HEGLQAR . 234
NTDB id 600 KW2 RS01765 WP 011675413.1 G MGDSEVGLQAR K 236
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDIGDSHVGLQAR K 235
NTDB id 228 SPD RS09265 WP 001085462.1 GDHMGDSHVGLQAR K 235
NTDB id 194 SPR RS08825 WP 001085462.1 GDEGDSHVGLQAR K 235
NTDB id 159 SP RS09750 WP 001085462.1 GDHMGDSHVGLQAR K 235
NTDB id 499 SM12261 RS08315 WP 078228268.1 DSVAALVP GDHMGDSHVGLQAR K 235
NTDB id 527 SMSK321 RS11065 WP 001085454.1 DSVAALVP GDIGDSHVGLQAR K 235
NTDB id 453 Spy49 1753c ACI62003.1 GDHMGDSHVGLQAR K 235
NTDB id 408 SMU RS09530 WP 002262392.1 GDIMGDSHVGLQAR K 235
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 220
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K . 222
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 222
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 224
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR HJS 224
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 230
NTDB id 93990 ACKTSM RS10075 WP 407874523.1 [ DEAFVIRR G MGDSHVGLQAR . 232
NTDB id 1389 A4U84 RS07560 WP 021112712.1 DSVAALJP GDMGDSH GLQAR . 238
NTDB id 1130 NGFG RS03960 WP 003688695.1 DSVAALVP GDMGDSHVGLQAR . 222
NTDB id 1124 NGFG RS03960 WP 003688695.1 DSVAALVP GDMGDSHVGLQAR . 222
NTDB id 1123 0OK783 RS03845 WP 003688695.1 DSVAALVP GDMGDSHVGLQAR . 222
NTDB id 1427 RS RS02760 WP 011000510.1 MGD [WJGLQAR . 230
NTDB id 1165 A1552VC RS01565 WP 000344154.1 MGDSH GLQAR |H . 221
NTDB id 1142 GTF74 RS11550 WP 000344154.1 MGDSH GLQAR |H . 221
NTDB id 1205 PSJM300 05545 AFN77183.1 MGD HVGLQAR . 221
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR . 221
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR . 221
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NTDB id 1313 DR RS12030 WP 010888966.1 LD R IGQPTK KI§VKNKVAEPF G 310
NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM N 315
NTDB id 269 KZH43 RS08665 WP 001085462.1 GNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 194 SPR RS08825 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 408 SMU RS09530 WP 002262392.1 IGNTQIKGTG. KVVKNKVAPPF IRYGEGIS K 314
NTDB id 115 BSU 16940 NP 389576.2 IMBAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS D 295
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . . .. KVVKNKVAPPF IMYG GIS D 297
NTDB id 1245 Cj1673c YP 002345041.1 R .TLK.QN KVVKNKVAPPF M GEG S DY 297
NTDB id 1211 C694 RS00795 WP 000963128.1 R .SLK.QNEQH BNKVVKNKVAPPF IM GEGIS DY 299
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....ALK.QNEQH BKVVKNKVAPPF IM GEGIS DY 299
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 310
NTDB id 93990 ACKTSM RS10075 WP 407874523.1 IRTG. ... .QIK. EV KVVKNKVAPPF IMYGEGIS D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IRCG. ... VVK. EI KVVKNKVAPPF IMYGEGIS I 313
NTDB id 1130 NGFG RS03960 WP 003688695.1 IRTG. .. .SIK. EV KV KNKVAPPF D 297
NTDB id 1124 NGFG RS03960 WP 003688695.1 BTG . . ..SIK. EV KV KNKVAPPF D 297
NTDB id 1123 0OK783 RS03845 WP 003688695.1 IBTG....SIK. EV KV KNKVAPPF D 297
NTDB id 1427 RS RS02760 WP 011000510.1 BRIG....SIK. EV KVVKNKVAPPF D 305
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IRTG. ... AIK. EV KVVKNK APF D 296
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IRTG. ... AIK. KVVKNK ARPF D 296
NTDB id 1205 PSJM300 05545 AFN77183.1 BTG . ... .AVK. KVVKNKVAPPF D 296
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IRIG. .. .QVK. KVVKNK APPF D 296
NTDB id 1074 ABD1 RS10195 WP 000344167.1 BRIG....QVK. KVVKNK APPF D 296

consensus *k |k koockoksk Do DT Do L1 *okck Dok bk * % * korok b Dookoskok |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
93990 ACKTSM RS10075 WP 407874523.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

AL

| Q <ElY L E 0 [t s D

\/l P 'IZ'E¥AI|:' 2L

IDGEEVSEQDTENKK
IDGEEVSEQDTENKK
IDGEEVSEQDTENKK
IDGEEVSEQDTENKK
IDGEEIAES. .. .KK

.KK

EGMISGSEDDEG..EI..

IMEMLLNPENMQLIAETSSAAD
IMEMLLNPENMQLIAETSSAAD

IMEQLLTKASDQTAA .HDETEE
WMEQLLTTGTNGAVQ.I.EDEE
* %

Pl Pskskskokk % kkkk ok *

X non conserved
B similar
> 507 conserved

[N No ool

IMEHLEMTPMGAV . TLAEEVEES. .

\
V
IAKLLETSANTKATPVAEDLABA .
P
P

seibsEEa  WWEEV. | PLEDELEIELEE
...PEAAEA. . ... . e
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED........
. .PKKEEA. .VNEEVPLDLGDELEIEIEE

. .PKKEEA. .VNEEVPLDLGDELEIEIEE

. .PKKEEA. .VNEEVPLDLGDELEIEIEE

. .PKKEEA. .VNEEVPLDLGDELEIEIEE
..AAQVDS. .VNEEVTLDLGDELEIEIEE
...VAQVDS. .VNEEVTLDLGDELEIEIEE
oo EL o TDDLALDLDNGIEIED. .
....ETDEK. .ADKNLVLELDDTIELED. .
EFE . E. ... e
.NILPDDST..... EE...............
Eo o e e
E o e e e
..... PE......G..... ...
DVEEFSE...... EEL..............
TDGERPE...... E..... . . . . ... ..
TDGERPE. ... .. E...... ... ... ...
TDGERPE...... E... . .. . . . ...
EFGAVPE...... EF...............
.EFGAVPE...... EF..... ... .. ...
DI . . e e
DLL. .ES. .. . i it it e
DLL LE...... S e e e

363
387
388
388
388
388
384
384
378
383
348
355
343
347
347
343
354
372
348
348
348
352
354
354
347
349
349



