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NTDB id 1193 PA5040 NP 253727.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPGVQNKLGTKNRELSVG 84
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLIPVTTN 85
NTDB id 93973 AN158 RS07130 WP 069370508.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKISVETN 85
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NTDB id 1193 PA5040 NP 253727.1 NTRSVTVVEAKDRTRLIINLTALSSYTTRVEGNNLFVVVGNSPAGASVASAAPVKASPAPASYAQPIKPKPYVPAGRAIRNIDFQ 169
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.....PV.....A..TSA.......PAPQQGIGNIGFQ 151
NTDB id 93973 AN158 RS07130 WP 069370508.1 EASSVDVISDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSVQTSNK.....PL.....P..VVS........AQPQGVSNIGFQ 150
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.....PL.....P..VVS........AQPQGVSNIGFQ 150
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.....PL.....P..VVS........AQPQGVSNIGFQ 150
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NTDB id 1193 PA5040 NP 253727.1 RGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTD 254
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAE 236
NTDB id 93973 AN158 RS07130 WP 069370508.1 RGSQGEGLVVIDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGAGVITIQSSGSYEYMAYQAE 235
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAE 235
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAE 235
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NTDB id 1193 PA5040 NP 253727.1 NRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKG 339
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKN 320
NTDB id 93973 AN158 RS07130 WP 069370508.1 NKLTISLKSPPDKS.ASSSYKAPSYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKN 319
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKN 319
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKN 319
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NTDB id 1193 PA5040 NP 253727.1 LDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQEG................. 407
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSNTNG.........SATV 396
NTDB id 93973 AN158 RS07130 WP 069370508.1 LDKRRNGNVIWIAPVAELIKAEDDQAKALAQTIKLAPIQTDYIRMSYAKAVDVLKLIEDSRDAKGAAA.............NRTA 391
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGV 404
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGV 404
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NTDB id 1193 PA5040 NP 253727.1 .........KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG. 482
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSN 481
NTDB id 93973 AN158 RS07130 WP 069370508.1 NSDALALESLLSSRGSAVADTRTNTLIVNDTAQNIDKVRKMIELLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNKN 476
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNN 489
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNN 489
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NTDB id 1193 PA5040 NP 253727.1 ...YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQ 561
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVIST 555
NTDB id 93973 AN158 RS07130 WP 069370508.1 LLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVTNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIST 554
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIST 567
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIST 567
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NTDB id 1193 PA5040 NP 253727.1 PKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVN 643
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTIN 639
NTDB id 93973 AN158 RS07130 WP 069370508.1 PKVMTADKQTAKVATGQQVPYLMTTTSGAGSTATTSFKDALLSLDVTPSITPDGKIQMKLDISKDSIAG.EAPNGELILNKNNIN 638
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNIN 651
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNIN 651
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NTDB id 1193 PA5040 NP 253727.1 AKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 93973 AN158 RS07130 WP 069370508.1 TNVLVDNGETVILGGVFEQTTKNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 708
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
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