
logo

MTKPNADLSAHTPMMQQYFWKRLKHREQHPDQLMFYRMGDFYELFYDEDAKKAAAKLLDITLTARGQSAGGKTAIPMAGIPFHSAEGYLAKRLV
NTDB id 93946 A6704 RS06940 WP 014603975.1 .............MMQQYFKLKHQHPDQLMFYRMGDFYELFYEDAKKAAKLLDITLTARGQSGGKAIPMAGIPFHSAEGYLAKLV 72
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus *************!!!!!**!!* !!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!*!!

logo KLGESVAVICEQIGDPAATSKGPVERQVVR I ITPGTVSDEALLDERRDNLLAAI
V
L
VGDERLFGLASVLDIATSGRFSVQE I

LKGWETLLAE
NTDB id 93946 A6704 RS06940 WP 014603975.1 KLGESVAICEQIGDPATSKGPVERQVVRIITPGTVSDEALLDERRDNLLAAILGDERLFGLAVLDITSGRFSVQEIKGWETLLAE 157
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!! !!!! !!!!!!!!*!!!!!!!!!

logo LERLNSPAELL IPDDWPQGLPALEKRRGVRRRAPWDFDRDSAFHKSLCQQFGSTQDLKGFGCEQNLTLAIGAAGCLLAYAKETQRTALPH
NTDB id 93946 A6704 RS06940 WP 014603975.1 LERLNPAELLIPDDWPQGLPAEKRRGVRRRAPWDFDRDSAHKSLCQQFGTQDLKGFGCQNLTLAIGAAGCLLAYAKETQRTALPH 242
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo LRSLRHDERLADDTVI LDGASRRNLELDI
VNLSGGRDENTLQSVMVDRCQTAMAGSRLLMS

TRWLNRPLRDNRAE I
VLEARQDES IATCLLEHRYRFENQ

NTDB id 93946 A6704 RS06940 WP 014603975.1 LRSLRHDRLDDTVILDGASRRNLELDINLSGGRENTLQSVVDRCQTAMASRLMSRWLNRPLRDRAVLEARQESIACLLERYRFEN 327
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!*!! !!!!!!!!!!!!!!!!*!!!!!!*!!!!!!*!!!!!!!*!!!**!!!!!!!! ! *!!!!!*!! !!!!*!!!!*

logo LQPQLKDE IGDLER I LAR IGLRNARPRDLARLRDALAALPDQLQANAGMQTDELEVAPHLLQAELATSTIGSTYPELAELLAKRAI IDNPPAVIRDG
NTDB id 93946 A6704 RS06940 WP 014603975.1 LQPQLKEIGDLERILARIGLRNARPRDLARLRDALAALPDLQNAMTELEAPHLQALATTIGTYPELAELLAKAIIDNPPAVIRDG 412
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! *! *! !!!! !!!*! !!!!!!!!!!*!!!!!!!!!!!!!

logo GVI
LKTGYDAPELDELQASLSENAGQFYLMDLEATREKARTGLAPNLKVGYNR I

VHGYF I ELPRSKVQAEQSAPADYIRRQTLKGAERF ITPELK
NTDB id 93946 A6704 RS06940 WP 014603975.1 GVIKTGYDAELDELQALSENAGQFLMDLEAREKARTGLPNLKVGYNRIHGYFIELPRVQAEQAPADYIRRQTLKGAERFITPELK 497
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!*!!!!!*!!!!!! !!!!!!!*!!!!! !!!!!!!!*!!!!!!!!*!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!

logo

A
EFEDKALSAKQSRALAREKALLYDEELLEMRL IGHLAPLQDESAASALAELDMVLASNLAERALNLDLNRPRFVEHQPTCLMHRI EQGRHPVVEQVL

NTDB id 93946 A6704 RS06940 WP 014603975.1 AFEDKALSAQSRALAREKALYEELLERLIGHLAPLQDSASALAELDVLANLAERALNLDLNRPRFVEHTCLHIEQGRHPVVEQVL 582
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!! !!!!!!!! !!*!!!! !!!!!!!!!*!! !!!!!!*! !!!!!!!!!!!!!!!!!!**!**!!!!!!!!!!!!!



logo ETPFVANDLAGLDADADTRMLVITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAARCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET
NTDB id 93946 A6704 RS06940 WP 014603975.1 ETPFVANDLALDADTRMLVITGPNMGGKSTYMRQTALIVLLAHIGSFVPAARCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 667
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDKRSLVLMDEVGRGTSTFDGLSLAWAAAEDHLAKRLTRAFTLFATHYFELTVLPESEQPAVVANVHLNSATEHNER IVFLHHVL
NTDB id 93946 A6704 RS06940 WP 014603975.1 ANILHNATDKSLVLMDEVGRGTSTFDGLSLAWAAAEDLARTRAFTLFATHYFELTVLPESQPAVANVHLNATEHNERIVFLHHVL 752
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!* !!!!!!!!!!!!!!!!!!! ! !!!!!! !!!!!!!!!!!!!!!

logo PGPASQSYGLAVAQLAGVPGTEPVIQRARDEHLKSRLETTSLPSHEAMPRS IQQTPSGKQPAPSPMQSDLMFASLPHPVI
L
D
EELGSR INPDDI

V
S
TPRQALDE

NTDB id 93946 A6704 RS06940 WP 014603975.1 PGPASQSYGLAVAQLAGVPTPVIQRAREHLKRLETTSLPHEMPSQQSGKPASPMQSDLFASLPHPVIDELSRINPDDISPRQALD 837
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQALE 850
consensus !!!!!!!!!!!!!!!!!!! *!!!!!!*!! !!!!!!!*!! ! *! !!*!!!!!*!!!!!!!!**!! !!!!!!**!!!!!*

<0

logo LLYASLWKMTRI
V
O

NTDB id 93946 A6704 RS06940 WP 014603975.1 LLYAWKMRV. 846
NTDB id 1201 CAH03854.1 414..2993( ) LLYSLKTRI* 859
consensus !!! ! !*

X non conserved

X similar

X ≥ 50% conserved


