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NTDB id 1015 ACIAD RS12005 WP 004928865.1 IMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGA.EKSSSLELGQYYRITAKTKPIHSYALEGAFDVE 169
NTDB id 93870 OO714 RS04195 WP 000472725.1 ETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHSYATPGAFDQE 170
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 EQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMCVILYCAFVGFEIPALRTLFTVMLGSI 339
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 LICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISILDVGQGQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPF 593
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 LRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLPNDLKQPFQYCHQGQQWHYPELDIQILWPKEKDLAFVTSNQN 679
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 QYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQ 764
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