
logo

MA
M
K
A
G
K
I
T
K
Q
K
S
T
A
K
R
T
H
F
I
VCRQESNCGYENTSPKW

Y
M
LGKRCPGNCDGAQSWGNSTSLMFEVESE I

M
V
I
T
E
I
K
V
K
T
A
A
P
E
P
S
V
A
K
T
N
R
A
I
R
A
S
V
A
R
S
SNGAA

F
L
S
T
H
L
G
G
S
E
L
V
Q
VTRV

K
A
Q
T
Q
KPSTMPRKI

LTADSE I
V
E
P
T
T
S
S
V
I
AE
L
N
E
V
G
P
NRMVTSKATGQELMGSEE

NTDB id 93847 D5261 RS22335 WP 119321951.1 MAKGIQTRHVCRECGYETPKWLGKCPGCDQWGTLEESITITPSKTAISRSNGAASLGLVTRAQPTRLTDVPSVALEGRMSAGLSE 85
NTDB id 125 BSU 00870 NP 387968.1 .MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAA....FSHSVQTVQKPSPITSIETS.EEPRVKTQLGE 79
NTDB id 279 KZH43 RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSI.NVNRTKTEMEE 76
NTDB id 238 SPD RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSI.NVNRTKTEMEE 76
NTDB id 204 SPR RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSI.NVNRTKTEMEE 76
NTDB id 169 SP RS00155 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSI.NVNRTKTEMEE 76
NTDB id 509 SM12261 RS00130 WP 078228442.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSI.NVNRTKTEMEE 76
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSI.NVNRTKTEMEE 76
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NTDB id 93847 D5261 RS22335 WP 119321951.1 FDRVLGGGIVPGALILVGGDPGIGKSTLLTQAAGFLAASGGTVLYVSGEESATQIKLRAERLGVASPNILLHNEVDVTLIASTIA 170
NTDB id 125 BSU 00870 NP 387968.1 FNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSAIQ 164
NTDB id 279 KZH43 RS00140 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVE 160
NTDB id 238 SPD RS00140 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVE 160
NTDB id 204 SPR RS00140 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVE 160
NTDB id 169 SP RS00155 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVE 160
NTDB id 509 SM12261 RS00130 WP 078228442.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTEVE 160
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVE 160
consensus !*!!!!!!*!*!*!*!*!!!!!!!!!!!!*!****!*** **!!!*!!!!!**!*!!!!*!!!**********!***********

logo

E
S
R
E
M
I
N
R

QPSDVFVLVIVIDS IQTMVIQYMHQSSPDEVIDTSSGAVAPQGSVSQVRSECVTAMELAMKQAILAKGTHKNGNIPAI FLIVGHVTKEGASTI
LAGPRLVMLEHMVDTVLTYFEGDERHYHATYFR

NTDB id 93847 D5261 RS22335 WP 119321951.1 SERPSVVIIDSIQTMQHPEVDSAAGSVSQVRSCTAMLAQAAKGHGIPIFLVGHVTKEGALAGPRVLEHMVDTVLTFEGDRHYAYR 255
NTDB id 125 BSU 00870 NP 387968.1 EMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFR 249
NTDB id 279 KZH43 RS00140 WP 074017595.1 RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFR 245
NTDB id 238 SPD RS00140 WP 074017595.1 RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFR 245
NTDB id 204 SPR RS00140 WP 074017595.1 RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFR 245
NTDB id 169 SP RS00155 WP 074017595.1 RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFR 245
NTDB id 509 SM12261 RS00130 WP 078228442.1 RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFR 245
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFR 245
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NTDB id 93847 D5261 RS22335 WP 119321951.1 VLRAVKNRFGSTDELGLFEMREEGLAQVANPSEMFLSERSERVTGSCVSPIVEGTRPLLVEVQALVAPSYLASPRRTFSGVDTNR 340
NTDB id 125 BSU 00870 NP 387968.1 ILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNR 334
NTDB id 279 KZH43 RS00140 WP 074017595.1 ILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNR 330
NTDB id 238 SPD RS00140 WP 074017595.1 ILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNR 330
NTDB id 204 SPR RS00140 WP 074017595.1 ILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNR 330
NTDB id 169 SP RS00155 WP 074017595.1 ILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNR 330
NTDB id 509 SM12261 RS00130 WP 078228442.1 ILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNR 330
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNR 330
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NTDB id 93847 D5261 RS22335 WP 119321951.1 VNLILAVLEKRAGLGLAKYDVFVNVAGGVRVDEPSADLAIAVATASNFREIAVNEHTVVAGEVGLGGEVRAVGHMEQRLREAGRM 425
NTDB id 125 BSU 00870 NP 387968.1 VSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKL 419
NTDB id 279 KZH43 RS00140 WP 074017595.1 ASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKL 415
NTDB id 238 SPD RS00140 WP 074017595.1 ASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKL 415
NTDB id 204 SPR RS00140 WP 074017595.1 ASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKL 415
NTDB id 169 SP RS00155 WP 074017595.1 ASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKL 415
NTDB id 509 SM12261 RS00130 WP 078228442.1 ASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKL 415
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKL 415
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NTDB id 93847 D5261 RS22335 WP 119321951.1 GFKRAIVSARSLAGLSRARLGIEVIGVDNVHQAIEKAFRS 465
NTDB id 125 BSU 00870 NP 387968.1 GFKRMIIPAANLDGWTKP.KGIEVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 GFTKIYVPKNSLTGITLP.KEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 GFTKIYVPKNSLTGITLP.KEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 GFTKIYVPKNSLTGITLP.KEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 GFTKIYVPKNSLTGITLP.KEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 GFTKIYVPKNSLTGITPP.KEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GFTKIYVPKNSLTGITPP.MEIQVIGVTTIQEVLKKVFA. 453
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