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MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERR IAQTI EDRFGIPLVELHRVE IPPKVK
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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logo

ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG 160
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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logo

EGQKDLKLGELLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL
NTDB id 1028 TT RS08215 WP 011173991.1 EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL 240
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
consensus
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NTDB id 1028 TT RS08215 WP 011173991.1 LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL 320
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 .....................MTYSSPQRR.................................................. 9
NTDB id 1410 SGL RS13950 WP 010873519.1 .....................MTSSSSSKK.................................................. 9
consensus ** !** **
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NTDB id 1028 TT RS08215 WP 011173991.1 KEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLV..QSGKLRPEALAQAV.......ATQLGYP 391
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 ...STALTTRTEFSPFGNKLVQSGYVNTEQMRQALIESRKSGRPLTEVLESITGQQLSPELLRQYKKQQLFELKILYGVE 86
NTDB id 1410 SGL RS13950 WP 010873519.1 ...SRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGVD 86
consensus * ** * **!*!**!! ! * !****!!* ***!* ! * ! *** !*!!*!*!*************!**
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NTDB id 1028 TT RS08215 WP 011173991.1 YVDPEEDPPDP.....GAPLLLPEDLCRRYGVFPHRLEG....NRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVA 462
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 FLDPEVSSIGNTMMGNLIETLIPVDICRRHRLVPLSKHEDQTPPSVLVAMVAPDNLEASDDLNRILRPQGLALQ..RMVI 164
NTDB id 1410 SGL RS13950 WP 010873519.1 SVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR..RLVV 163
consensus **!!!* *** ** ** **!*!*!!!****!* * *******!**!*!* ! !*****!* *!* * **!*
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NTDB id 1028 TT RS08215 WP 011173991.1 TEAAITKLIERFYGKAELSEIAKE.......FAKKQ.............AEEEVPSPL.....ELDESAAQKFVKQVIRE 517
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 TQEDYQQLINQYLDEMAV...KQKHLEQEK.FTDINQDLENLGNLDLSDAPEEMEADLGAAMKGAEDAPVINLVNRILAK 240
NTDB id 1410 SGL RS13950 WP 010873519.1 TQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAK 243
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NTDB id 1028 TT RS08215 WP 011173991.1 AFLQDASDIHIEPRQNDVQVRLRIDGALR.PYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLS 596
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 ALHEGVSDIHIEPQEENLRIRFRKDGVLREAFDPLPKKIIPAVTARFKIISNLDIAERRLPQDGRIRRMFEGRKVDFRVN 320
NTDB id 1410 SGL RS13950 WP 010873519.1 ALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVN 323
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NTDB id 1028 TT RS08215 WP 011173991.1 TLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIE 676
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 TLPSRYGEKVVLRILDNSSTQLGLNKLITDPETLNIVKDMVSRPFGLILVTGPTGSGKTTSLYSALSEKNDPGINISTVE 400
NTDB id 1410 SGL RS13950 WP 010873519.1 TLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAE 403
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NTDB id 1028 TT RS08215 WP 011173991.1 DPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDE 756
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 DPIEYSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIARLGE 480
NTDB id 1410 SGL RS13950 WP 010873519.1 DPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDE 483
consensus !!*!! *!!!*!*!!****!**!* *!!!!*!!!!!***!!!*!!*!!!!*!*!!!!!!!!!**!!!!!!!**!!*!!*!
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VSAGSASLLIGVLSAQRLMVRKRVCESTHECKRVI EAVYHKTPDSTKPTETELARSRFLYGLSEAASEGS IDEQVVGAVRTLFYKANSTLSTLPDAE IAHELAKRGQKNGMNQGLCEQSRKCGNSG
NTDB id 1028 TT RS08215 WP 011173991.1 MGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYK...............GMGCERCGG 821
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 MGIEPFMVSSSLIGVLAQRLVRRVCSECRIAYTPTTEELARYGLSASSDVGVTFYKANTLTLDAIAEAKGKNQLCSKCNG 560
NTDB id 1410 SGL RS13950 WP 010873519.1 MGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSG 563
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NTDB id 1028 TT RS08215 WP 011173991.1 TGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARRKGMKTLREDGLYKALQGITTLEEVLARTIE............ 889
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 VGYKGRCGVYEVMRVTENLQTLINEDAPTERIKEVAIEEGMKTLLAYSLDLVREGSTTLEEVERVTFTDTGLEAELKAKR 640
NTDB id 1410 SGL RS13950 WP 010873519.1 SGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKR 643
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logo KSTAGLTCRSTCADAETLKQQEWLDCPYCMTSRFS
NTDB id 1028 TT RS08215 WP 011173991.1 ............................. 889
NTDB id 93816 ANSO36C RS07900 WP 251959077.1 KTGLTCRSCDATLKQEWLDCPYCMTSRF. 668
NTDB id 1410 SGL RS13950 WP 010873519.1 KSALTCRTCAAELQQEWLDCPYCMTSRFS 672
consensus ********* * * **************

X non conserved

X similar

X ≥ 50% conserved


