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NTDB id 93777 LmYK1 RS03495 WP 172477696.1 ..MKFKKILTGFVAALMLSGAIGASVTAKATTHYGGWRTHQKNS.......SSGSGELKKSTPSQQLAQTVLTPDVVKQLGGEQN 76
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTG..............SYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKG..S 69
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTG..............SYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKG..S 69
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTG..............SYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKG..S 69
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTG..............SYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKG..S 69
consensus ***!****!*!****!*!!** *****!**!******************!!!*!!**!!!**!**!**! *

logo LKEWNNGSGAF IVNNGNKTGNLKDAKVSSAKPYATDNEKVTDKSTLVGKEKTRVPTVANALLNSRKTATRQYKNRHKQETNGNGSTKSWKTPQPGFWKHQLVTKNLSKGASYNTH
NTDB id 93777 LmYK1 RS03495 WP 172477696.1 LKWNNSGAFIVNNNKTGLKAKVSSAPYATNEVDSL...KRPTVANALLNRTTRQYKNRHQTNNGSTKWKPQGFKQLTNLSGAYNH 158
NTDB id 262 KZH43 RS08770 WP 001036779.1 LEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTH 154
NTDB id 221 SPD RS09380 WP 001036779.1 LEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTH 154
NTDB id 187 SPR RS08930 WP 001036779.1 LEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTH 154
NTDB id 152 SP RS09870 WP 001036779.1 LEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTH 154
consensus !*!!*!!!!!!!*!!!*!*!!!!!*!!!*!**********!!!!!!!!***!!!!!!!**!*!!!!*!*!*!**!**!!*!*!*!
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NTDB id 93777 LmYK1 RS03495 WP 172477696.1 AYDRGHLLGYALVGNIRGFDASESNSKNIATQTAWANEANAKYSTGQNYYESLVRKALDRNKTVRYRVTNVYSG.NNLVPSGAHL 242
NTDB id 262 KZH43 RS08770 WP 001036779.1 AVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI 239
NTDB id 221 SPD RS09380 WP 001036779.1 AVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI 239
NTDB id 187 SPR RS08930 WP 001036779.1 AVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI 239
NTDB id 152 SP RS09870 WP 001036779.1 AVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI 239
consensus !*!!!!!!!!!!*!***!!!!!*!!*!!!!*!!!!!!*!*!*!!!!!!!!!!*!!!!!!*!!*!!!!!!**!*****!!!!****
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NTDB id 93777 LmYK1 RS03495 WP 172477696.1 EAKASDGSLEYNVFIPNVQKGLKIDYATGHAIKENN 278
NTDB id 262 KZH43 RS08770 WP 001036779.1 EAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 221 SPD RS09380 WP 001036779.1 EAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 187 SPR RS08930 WP 001036779.1 EAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 152 SP RS09870 WP 001036779.1 EAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
consensus !!!*!!!*!!*!!**!!!!!!!**!!*!!******
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