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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 93771 LmYK1 RS00045 WP 112193831.1 MINSVVLVGRLTRDPELRYTPSGAAVASFTVAIDRRFTNQQGQREADFINCVMWRKAAENFANFTHKGSLVGIEGRIQTRSYENQ 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
consensus !*!*!!!!!!!!*!**!!!!**!!!!**!**!**! !!!**!*!!!!!!!!!*!!* !!!*!!!**!!!!*!**!!*!!!*!!!!

logo QGQRVFYVTEVLQVVADESNVFQSFLLEPSRKANTEGTGSTGEQRSGRYQRAGDQGHAGSGQSGNAFYNESVGNQGNQSAGNPGGSQYFGNQDGQGMQNSDSSNGPFTGGSTNPAQQNNQRTNDAFGGSGFDGNTARTNPSANQAGNSNSNFNTANQDAD
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSG.....SGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQR...........RNQGNSFNDD 154
NTDB id 93771 LmYK1 RS00045 WP 112193831.1 QGQRVYVTEVLAENFSLLESKAESERYRAQHGSSNANVQGSAPS...NDMQSSNPFGTPANNQTNDAFGGSGFDTTSNNSNNAAD 167
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGS...QQ....SGFTSPQQ..T.........GNAPAANNTQAD 152
consensus !!!!!*!!!!*******!!** ** * *! **! **!*** * * **!******** **** **!

logo PFANDGNGKQAPQIDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 93771 LmYK1 RS00045 WP 112193831.1 PFA.GGQQIDISDDDLPF 184
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
consensus !!!* !* !!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


