logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

494
522
189
223

SM12261 RS04305 WP 000942409.1
SMSK321 RS04965 WP 000942453.1
SPR RS04300 WP 000942407.1

SPD RS04540 WP 000942407.1

154 SP RS04735 WP 000942394.1

264 KZH43 RS04200 WP 000942407.1
93699 LLL8 RS08920 WP 251899790.1
596 KW2 RS08720 WP 021037686.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

494
522
189
223

SM12261 RS04305 WP 000942409.1
SMSK321 RS04965 WP 000942453.1
SPR RS04300 WP 000942407.1

SPD RS04540 WP 000942407.1

154 SP RS04735 WP 000942394.1

264 KZH43 RS04200 WP 000942407.1
93699 LLL8 RS08920 WP 251899790.1
596 KW2 RS08720 WP 021037686.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

494
522
189
223

SM12261 RS04305 WP 000942409.1
SMSK321 RS04965 WP 000942453.1
SPR RS04300 WP 000942407.1

SPD RS04540 WP 000942407.1

154 SP RS04735 WP 000942394.1

264 KZH43 RS04200 WP 000942407.1
93699 LLL8 RS08920 WP 251899790.1
596 KW2 RS08720 WP 021037686.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

494
522
189
223

SM12261 RS04305 WP 000942409.1
SMSK321 RS04965 WP 000942453.1
SPR RS04300 WP 000942407.1

SPD RS04540 WP 000942407.1

154 SP RS04735 WP 000942394.1

264 KZH43 RS04200 WP 000942407.1
93699 LLL8 RS08920 WP 251899790.1
596 KW2 RS08720 WP 021037686.1

consensus

AN

FSaSVLALLCPYRLLY L B AR g el sosomsolensy

Qi

% % % % % K K Kk

e LT D6 SRR

ERVRILPDT
ERVRILPDT

DU Dok Dok D Lok | Lk okkok |

e G B

]

Il

51051 ELSMRA I

TIK IQSLQK
NIKKIQSLQK
NIKKIQSLQK

N N R R Ry ey

) TLLBOIE

(R * % % [ %

k1 oskosk ok ok ok sk sk k ok ok |****I * 11 1% rrrrrrrrrrrrrrrnd [ |

ML AL LSRR LY ESASViRiMQKLLé\QH YMDNEALM\AFLYS LA

KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFIL
KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI MPNFFLTAGGVLSCAYAFIL
KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFITAGGVLSCAYAFTIL
KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFRTAGGVLSCAYAFIL

KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFIL
KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFJTAGGVLSCAYAFIL

170
170
170
170
170
170
164
164

255
255
255
255
255
255
245
245

340
340
340
340
340
340
327
327



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

494 SM12261 RS04305 WP 000942409.1
522 SMSK321 RS04965 WP 000942453.1
189 SPR RS04300 WP 000942407.1

223 SPD RS04540 WP 000942407.1

154 SP RS04735 WP 000942394.1

264 KZH43 RS04200 WP 000942407.1
93699 LLL8 RS08920 WP 251899790.1
596 KW2 RS08720 WP 021037686.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

494 SM12261 RS04305 WP 000942409.1
522 SMSK321 RS04965 WP 000942453.1
189 SPR RS04300 WP 000942407.1

223 SPD RS04540 WP 000942407.1

154 SP RS04735 WP 000942394.1

264 KZH43 RS04200 WP 000942407.1
93699 LLL8 RS08920 WP 251899790.1
596 KW2 RS08720 WP 021037686.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

494 SM12261 RS04305 WP 000942409.1
522 SMSK321 RS04965 WP 000942453.1
189 SPR RS04300 WP 000942407.1

223 SPD RS04540 WP 000942407.1

154 SP RS04735 WP 000942394.1

264 KZH43 RS04200 WP 000942407.1
93699 LLL8 RS08920 WP 251899790.1
596 KW2 RS08720 WP 021037686.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

494 SM12261 RS04305 WP 000942409.1
522 SMSK321 RS04965 WP 000942453.1
189 SPR RS04300 WP 000942407.1

223 SPD RS04540 WP 000942407.1

154 SP RS04735 WP 000942394.1

264 KZH43 RS04200 WP 000942407.1
93699 LLL8 RS08920 WP 251899790.1
596 KW2 RS08720 WP 021037686.1

consensus

R

175 EEE RS ESAY Lt ) SRR 0

ESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL FLPLLSILF LSFLYPVIQLNFIFEWLEG
ESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLPFLPLLSILF LSFLYPVIQLNFIFEWLEG
ESMVISLY LP LigRuEiseiE QP STILLTHEFEEFLEFD

ESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLWFLPLLSILF
ESLVISLGILPILSFYFAEFQPWSILLTFVFSFLEDL}N

L 1 ok DL b Dl D Dok Do DL L DD DT Dok e DD Dok D UL Dk Lok Lo ki 1o DLk 1|

g sy s i

LA LU

IRLVSQVWSRPLVFGQPNWWLLILLLISLALVYDLRKNIK LWVLELLITGLFMLTKEPLENEITMLDVGQGESIFLRDVTGH
IRLVSQVWSRPLVFGQPNWWLLILLLISLALVYDLRKNIK LWVLEOLLITGLFMLTKEPLENEITMLDVGQGESIFLRDVTGE
IRLVSQVEWIRPLVFGQPNEWLLILLLISLALVYDLRKNIKELWVLSLLITGLFFLTKMYPLENEITMLDVGQGESIFLRDVTGH
IRLVSQVWSRPLVFGQPNWWLLILLLISLALVYDLRKNIK LWVLELLITGLFBLTKBPLENEITMLDVGQGESIFLRDVTGH

IOt o T S Vi L N DNEA Dk T ) s ke

IIILIDVGGKAESHKKIIMKWQEKWTTSNAQRTLIPYLKSRGV KIDQLILTNTDKENVGDL|RE
TILIDVGGKAESIMKKI|IBKWQEKBTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLI®E
TILIDVGGKAESMKKIKKWQEKNMTTSNAQR LIPYLKSRGVAKIDQLILTNTDKEHVGDLEE
TILIDVGGKAESMKKIKKWQEKHMTTSNAQR LIPYLKSRGVAKIDQLILTNTDKEHVGDLEE
TILIDVGGKAESMKKIKKWQEKNMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLEJE
TILIDVGGKAESMKKIKKWQEKKMTTSNAQR LIPYLKSRGVAKIDQLILTNTDKEHVGDLEE

EEEEEN kxkk | |k e N N ) N I R RO FTLRD Lo s lakssnl |

T

0L 0oL e MEE e LA

AELQATQTKVRS WWAGENLEJIFGSQLEVLSPRK LVLYGKWLDKMFLFTGNLEEKGEK LLKHYPDLKVVLKA[MQH
AELQATQEKV S IN3GEN PIFGSQLEVLSPRK GDGGHDD
AELQATQTKVRS MVGENLPIFGSQLEVLSPRK GDGGHDD
AELQATQTKVRS MVGENLPIFGSQLEVLSPRK GDGGHDD

AELQATQTKVRS MVGENLPIFGSQLEVLSPRK GDGGHDD
AELQATQTKVRS MVGENLPIFGSQLEVLSPRK GDGGHDD

422
422
422
422
422
422
412
412

506
506
506
506
506
506
497
497

591
591
591
591
591
591
580
580

676
676
676
676
676
676
665
665



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

494 SM12261 RS04305 WP 000942409.1
522 SMSK321 RS04965 WP 000942453.1
189 SPR RS04300 WP 000942407.1

223 SPD RS04540 WP 000942407.1

154 SP RS04735 WP 000942394.1

264 KZH43 RS04200 WP 000942407.1
93699 LLL8 RS08920 WP 251899790.1
596 KW2 RS08720 WP 021037686.1

consensus

[><] e

WSROI AL e ST A

GRIKKSSSHINFLEKLKPEJJTLISVGKIYNREIKLPEIQETLTRLEGINSKVYRTDQI5IGA IRFKGIUN
GEJKKSSSEAFLENLKPE TLISVGKSNRMKLPBRIQETLTRLEGINSKVYRTDQQGAIRFKGIIE
GMKKSSSPAFLEKLKPELTLISVGKSNRMKLPMYQETLTRLEGINSKVYRTDQQGAIRFKG
GMKKSSSPAFLEKLKPELTLISVGKSNRMKLPMQETLTRLEGINSKVYRTDQQGAIRFKG
GNKKSSSPAFLEKLKPELTLISVGKSNRMKLPEIQETLTRLEGINSKVYRTDQQGAIRFKG

GNKKSSSPAFLEKLKPELTLISVGKSNRMKLPMQETLTRLEGINSKVYRTDQQGAIRFKG

PUD D Dskkork ok D01 Lkl |

non conserved
similar
> 50% conserved

KlER

746
746
746
746
746
746
736
736



