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NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSL......................TSPVLQTVTRDQIKAAALKNEIEQFYPKL 63
NTDB id 626 LCA RS04960 WP 011374694.1 ..............MLTKNQLLLKVHLAAGFGTISELRLAAWLSTS.....HNWAL.......SALEIAQI...ARLPERYWPTF 56
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ................MNNLQPL.LAL.NRMKRI...GPRTVLKLQ.....KRWPDLNLMFQLSSVDLEEAGLPSWLAQTIK.NF 58
NTDB id 93688 LLL8 RS06035 WP 251900428.1 ...............MITNFDLYRWKK.AGMTNL...GVNKLLKFF.....HRYDKKISLRQMG..QIAQLKSIPNFIEQYK.NQ 58
NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKK.AGMTNL...GVNKLLKFF.....RKYDRKISLRQMG..QVAQVKSIPNFIEQYK.NQ 58
NTDB id 407 SMU RS04605 WP 002262865.1 ................MDNFQLFKLKK.AGLTNL...NILNIIDYE.....ERTQKSLSLRDMA..VVSKNKKPLIFMEHYK.NL 57
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..............MKITNYEIYKLKK.SGLTNQ...QILKVLEYG.....ENVDQELLLGDIA..DISGCRNPAVFMERYF.QI 59
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..............MKITNYEIYKLKK.SGLTNQ...QILKVLEYG.....ENVDQELLLGDIA..DISGCRNPAVFMERYF.QI 59
NTDB id 226 SPD RS05990 WP 000705306.1 ..............MKITNYEIYKLKK.SGLTNQ...QILKVLEYG.....ENVDQELLLGDIA..DISGCRNPAVFMERYF.QI 59
NTDB id 192 SPR RS05715 WP 000705306.1 ..............MKITNYEIYKLKK.SGLTNQ...QILKVLEYG.....ENVDQELLLGDIA..DISGCRNPAVFMERYF.QI 59
NTDB id 157 SP RS06205 WP 000705306.1 ..............MKITNYEIYKLKK.SGLTNQ...QILKVLEYG.....ENVDQELLLGDIA..DISGCRNPAVFMERYF.QI 59
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NTDB id 1361 HI 0985 AAC22646.1 EAKFIEPALV...WSQKEGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALS.QRQMAMVGSRYCTTYGEYWAKHFATELSLA 139
NTDB id 114 BSU 16110 NP 389493.1 PR..VLAAYRE......QGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRK 140
NTDB id 626 LCA RS04960 WP 011374694.1 QASFQSTTLQRQCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLK.QPCLAVVGARQATHYSKQSLEQLLQGLT.. 138
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DPDFIKTDLN..WLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALT.QPSLAIVGSRNASVTGNENARAFSREISRH 140
NTDB id 93688 LLL8 RS06035 WP 251900428.1 DVSKLREDYK..IY......PSFSLLDEIYPERLKEIYNPPVLLFYQGDIRLLK.TPKLAFVGSRQASSQGIKAVQKIVTELN.Q 133
NTDB id 599 KW2 RS05940 WP 021037268.1 DVKKLRADYK..KF......SSFSILDDLYPERLREIYNPPVLIFYQGNIDLLK.NPKLAFVGSRLAGQSGIKSVQKIVTELN.Q 133
NTDB id 407 SMU RS04605 WP 002262865.1 DSKALRKEFN..RF......PSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLA.RPKLAVVGSRNASQMGVAAVKKIIQDLS.K 132
NTDB id 525 SMSK321 RS06295 WP 000705298.1 DDAHLEKEFK..KI......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRSCSKQGAKSVEKIIQGLE.N 134
NTDB id 267 KZH43 RS05590 WP 000705306.1 DDAHLSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGLE.N 134
NTDB id 226 SPD RS05990 WP 000705306.1 DDAHLSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGLE.N 134
NTDB id 192 SPR RS05715 WP 000705306.1 DDAHLSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGLE.N 134
NTDB id 157 SP RS06205 WP 000705306.1 DDAHLSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGLE.N 134
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NTDB id 1361 HI 0985 AAC22646.1 GFTITSGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVG 224
NTDB id 114 BSU 16110 NP 389493.1 GWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADH.MAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEG 224
NTDB id 626 LCA RS04960 WP 011374694.1 ATTIISGLAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQQV.VAEKGLLLSEYALGTPARRYQFPARNKIIAGLCHS 222
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQ.ITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLC 224
NTDB id 93688 LLL8 RS06035 WP 251900428.1 NFTIVSGLAKGIDTASHLSAIKNKIPTIAVIGTGLDIFYPLENRKIQEY.LAKNQLILSEYSVGEKPLRYHFPERNRIIAGLSHG 217
NTDB id 599 KW2 RS05940 WP 021037268.1 SFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEY.LAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRG 217
NTDB id 407 SMU RS04605 WP 002262865.1 QFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDY.IAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQG 216
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.ISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRG 218
NTDB id 267 KZH43 RS05590 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRG 218
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NTDB id 192 SPR RS05715 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRG 218
NTDB id 157 SP RS06205 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRG 218
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