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NTDB id 112 BSU 36310 NP 391512.2 .................. 113
NTDB id 93683 LLL8 RS04275 WP 251900320.1 ..SNDIPGTEISDDDLPF 144
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
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