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LR YRS GTE S DAINEY DD AR 1 1 LR LMD

MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGWIDCVMVYKTN
IDCVMVYKTN

MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGHM

rrrrrrrrd

LAATSLLANEXAVEEESLER TS LCHAYSEFRNEIE R LN

RLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRA: MO GNLPLGYDKIPY
RLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRA EGYYQGNLPLGYDKIPH

At N e AL A B 6 LAV CHHD LK

SKHELMINQHEANIVKYIFE[MYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAKYKDWSEKRRKGLNDK
SKHELMINQHEANIVKYIFE YAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAKYKDWSEKRRKGLNDK

A A R CRVE MRS LT A RTTTLADL RYS S

PVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKDGTKKRIRYYSCSNFRNKGSK

PVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKDGTKKRIRYYSCSNFRNKGSK
Prrrrrrrrr ettt ettt rrrrrrrrnd

| SR ED L R G TAGERAD D R LT EDEL

VCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQYDEVQIK NNLIKTIEDNPDLTSVIRP
VCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQYDEVQIK NNLIKTIEDNPDLTSVIRP

RN L O AR

SIQKYEKQLNDITNQINQLKNQQNEDK LFDAKEISKLLQHIFHDIKHIEKSRLKALYLSVIDRIDIKKDGNHKKQFYVTLKLNN
SIQKYEKQLNDITNQINQLKNQQNEDKIJLFDAKEISKLLQHIFHDIKHIEKSRLKALYLSVIDRIDIKKDGNHKKQFYVTLKLNN

IR LT

EITKQLFNNKQLDEVHLSTSSLFLPQTLYLTI 538
EITKQLFENNKQLDEVHLSTSSLFLPQTLYLTI 542
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