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B e et A T TR LR A BTEN 5

M I TF IF[EVIVVJHEFGHF FAK SGILVREFAIGMGPKIF Hi§JK GTPYTIRILPLGGYVRMAGWG DISTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

TR AT TR R

LTLNYK GMVEPNRINLSY Q D T LPMNVTAYDLEDKLTITGLVLEETKTYFVDHDATI EEDGTE RIAPMDVQYQAS WGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLTI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

I NNH'YLVF (R \/QDTSTN@QVA@AA@V; m 'VA'NK'K\'/T' v 0 R HFok o

TNFAGPMNNFILG VFIERLAF QGGVQDIRSTN[] 3V - IMGIZALY] GLKRNNDRIAT “[NI[ESHIKV - W - [NLgNA [T - IRAKN)SL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

s T S

e

I KERSARUNT INVKPQKUNAS Y G NIPELKTRIFKDK IMGGFISMAWERIPPAT LIPAL KWL IERFS NKLGGPVAIR QEYS QA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

AL LA ARG 5 LA L AT

KN[¢€F L LMGR SINLGIWINLIPIPALDGGKIVMNI EAIRRKPLISQEfSE YITLAGVAVM VLMIAVTWNDIMRAFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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