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LFLVASAF ILGI LGVACASGNKKQDQTATKSGNEQKLKVVAVTNS I ILADITKNIAGDNKIDLHS IVP I

VGKQDPHEYEPLPAEDVEKKTSTEQADL IV
NTDB id 93463 AMD29 RS07805 WP 000759087.1 MKKWLVIVSCFVAFLGLGACA.NKQDQAKNEKLKVVVTNSILADITKNIAGNKIDLHSIVPVGKDPHEYEPLPADVEKTTQADLV 84
NTDB id 439 SPR RS07420 WP 000733056.1 MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADLI 85
consensus !!! ** *!* * ! !!!* ! ! !!!!! !!!!*!!!!!!!!! !!!!!!!!!*! !!!!!!!!! !! !!* !!!*

logo FYNGINLETGGNAWFTKL IVEKNAKKKTDENKDYFAVSDGVDVIYLENGQNSEGKGKEDPHAWLNLENGI I FYASKNIAKQL ISAKDPKNNKAEFTYE
NTDB id 93463 AMD29 RS07805 WP 000759087.1 FYNGINLETGGNAWFTKLIKNAKKKDNKDYFAVSDGVDVIYLNGQSGKGKEDPHAWLNLENGIIYSKNIAKQLIAKDPKNKATYE 169
NTDB id 439 SPR RS07420 WP 000733056.1 FYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFYE 170
consensus !!!!!!!!!!!!!!!!!!* !!!! *!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!* !!!!!!! !!!! !! !!

logo KNLRDKAEYTVADKLDEKLDKEASKDSKFNAKIPAENKKL IVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKTSTLVEKKLKRQTVKRPVPSASLFVES
NTDB id 93463 AMD29 RS07805 WP 000759087.1 KNRDAYVAKLEKLDKEAKSKFNAIPANKKLIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQITSLVKKLKQVRPSALFVES 254
NTDB id 439 SPR RS07420 WP 000733056.1 KNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVES 255
consensus !! ! !!*!!!!! ! !!! !!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!! *!! !!*! *** !!!!!

logo SVDDKRPMKSTVSQRDESTGNIP IYAEQI FTDS IAEKKQGKQEKGDSYYASMMKW
YNLDKIAEGLAK

NTDB id 93463 AMD29 RS07805 WP 000759087.1 SVDKRPMKSVSRESGIPIYAEIFTDSIAKKGQKGDSYYAMMKWNLDKIAEGLAK 308
NTDB id 439 SPR RS07420 WP 000733056.1 SVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!! !!!!*!! ** !!!!! !!!!!!! ! !!!!! !!!*!!!!!!!!!!!
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