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INNQRVMVLVGRLTRKDVPEDLRYTPSASNGTAGAVGAHTVFSTMLAVNRNQSTFKTNAQNSGDE I

READYFVINCTVLTIWRRKPQSTAETNFLTVALNFYACLTQRKKGTSLALVGVSTDGR I
LQTRNSYDENEQ

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
NTDB id 93352 ENLAB RS09245 WP 005226365.1 MINNVVLVGRLTKDPDLRYTSNGTGVATFTLAVNRNFTNQSGEREADFINCVIWRKPAETLANYARKGTLLGVTGRIQTRSYDNQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSYENE 85
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logo

E
QGVQNRVFYVTEVLQVVAEDSTNFVRSQFLMLDEPSKRPTNAGRTEGSTGKEASQAGRQRGTTDSGDSGAGSNSYQNENTFGYNSGNGQSGSQYFGGGQNDNSGPNFGGNSQNNQNSGNFQRTQRSNPSSQQPTGSGNAMPANAFGDNNRSDFTQNADSDPFGA

NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQG....DGASQNFNSNQS...........NGSQQSGFTSPQQTGNAPAANNTQADPFA 155
NTDB id 93352 ENLAB RS09245 WP 005226365.1 QGQRVYVTEVVADNFQLLESRNASEQRRTTDSGSGSNNTYNSNSS.........SGFGNNNSNQTQSSQPSGMPNFDRDNSDPFG 161
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSG......SGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQ.......GNSFNDDPFA 157
NTDB id 112 BSU 36310 NP 391512.2 EGVNVYVTEVLADTVRFMDPKPREKAA......D................................................... 113
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NDNNGKQSAPS IDI SDDDLPF
NTDB id 624 LCA RS00040 WP 011373726.1 NNGQAIDISDDDLPF 170
NTDB id 93352 ENLAB RS09245 WP 005226365.1 ..NSSIDISDDDLPF 174
NTDB id 113 BSU 40900 NP 391970.1 NDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............... 113
consensus * * **********

X non conserved

X similar

X ≥ 50% conserved


