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NTDB id 93337 ENLAB RS03815 WP 008379110.1 MARKYVTPGKKTSPGLLKRLGIGILGGMVGGLLTFGGLYLAMGSSLTSTPETTTNSGVQDSNGQTQVSNVKLDVTSDVTEAVEKV 85
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFI.PFLVIFLTFILGVI...STLTFNWITG.......NKSF....SNNGK..TTVSNVIYDTKSNTTKAVKNV 68
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQ.VFIVLLVGFIGGVA...GTWGFSYFST.......PHSA....TNNNQKTATTVTTSYKNSNSTTEAVDKV 69
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQ.LLVVIVISFFSGAL...GSFSINQLTQ.......KSTE....ST.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGAL...GSFSITQLTQ.......KSSV....NN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGAL...GSFSITQLTQ.......KSSV....NN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGAL...GSFSITQLTQ.......KSSV....NN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGAL...GSFSITQLTQ.......KSSV....NN.SNNNSTITQTAYKNENSTTQAVNKV 68
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KDNKGDDKDSYEAYVLIVTNTNHVVI EKNDGQADEKSGKLVEDVIMVRMLASNDGKNTKVKVP
NTDB id 93337 ENLAB RS03815 WP 008379110.1 QDSVVSIINLQQSQSNDWNSLFGQQGGQSEGDSQSEDDSALEASSEGSGVIYKIDGDDAYVVTNNHVVEGQDGLEVVLADGTKVK 170
NTDB id 381 SMU RS09890 WP 002262650.1 KNTVVSVINYQKTDNSYYNYDSGSQ.......EKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVV 146
NTDB id 425 SGO RS10525 WP 012131081.1 KDAVVSVITYSESNSDAIF.....D.......NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVP 142
NTDB id 539 SM12261 RS09395 WP 000681587.1 KDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVP 141
NTDB id 256 KZH43 RS10270 WP 000681597.1 KDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVP 141
NTDB id 215 SPD RS10945 WP 000681597.1 KDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVP 141
NTDB id 181 SPR RS10425 WP 000681597.1 KDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVP 141
NTDB id 145 SP RS11450 WP 000681597.1 KDAVVSVITYSANRQNSVF.....G.......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVP 141
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LKTVGEPTAIA IGSPLGSDEYANSTVTEQGIVSSLSNRQTNVTSSLRQKNSENSDGEGQTAIAS ITQNKAIQTD
NTDB id 93337 ENLAB RS03815 WP 008379110.1 AELVGTDSYTDLAVLKISSEKVTTAATFGDSSALKVGEPAIAIGSPLGSDYANSVTQGIVSSLNRQVTSQNESGGTISINAIQTD 255
NTDB id 381 SMU RS09890 WP 002262650.1 GKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTD 231
NTDB id 425 SGO RS10525 WP 012131081.1 GEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTD 227
NTDB id 539 SM12261 RS09395 WP 000681587.1 GEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
NTDB id 256 KZH43 RS10270 WP 000681597.1 GEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
NTDB id 215 SPD RS10945 WP 000681597.1 GEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
NTDB id 181 SPR RS10425 WP 000681597.1 GEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
NTDB id 145 SP RS11450 WP 000681597.1 GEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTD 226
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NTDB id 93337 ENLAB RS03815 WP 008379110.1 AAINPGNSGGPLINVDGQVIGINSSKIASTSGSASGVSVEGMGFAIPSNDVVEIINQLEADGKVVRPALGIQTIDLGSITSQQQE 340
NTDB id 381 SMU RS09890 WP 002262650.1 AAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTS.GR 315
NTDB id 425 SGO RS10525 WP 012131081.1 AAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSS.SS 309
NTDB id 539 SM12261 RS09395 WP 000681587.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTS.DI 306
NTDB id 256 KZH43 RS10270 WP 000681597.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS.DI 306
NTDB id 215 SPD RS10945 WP 000681597.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS.DI 306
NTDB id 181 SPR RS10425 WP 000681597.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS.DI 306
NTDB id 145 SP RS11450 WP 000681597.1 TAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS.DI 306
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D
NTDB id 93337 ENLAB RS03815 WP 008379110.1 QILKVPSSVTSGVVIYSVNNATPAEQAGLQQYDVITKIDDTEVSTTTDLQSALYKHKVGDTITVTFYRGDEEKTAEVKLSVDTSI 425
NTDB id 381 SMU RS09890 WP 002262650.1 DTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQD 399
NTDB id 425 SGO RS10525 WP 012131081.1 DRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDD 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 RRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGD 390
NTDB id 256 KZH43 RS10270 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGD 390
NTDB id 215 SPD RS10945 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGD 390
NTDB id 181 SPR RS10425 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGD 390
NTDB id 145 SP RS11450 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGD 390
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NTDB id 93337 ENLAB RS03815 WP 008379110.1 NEQSTDSSN 434
NTDB id 381 SMU RS09890 WP 002262650.1 LNH...... 402
NTDB id 425 SGO RS10525 WP 012131081.1 LSSE..... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 LES...... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 LES...... 393
NTDB id 215 SPD RS10945 WP 000681597.1 LES...... 393
NTDB id 181 SPR RS10425 WP 000681597.1 LES...... 393
NTDB id 145 SP RS11450 WP 000681597.1 LES...... 393
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