
logo MS IVLHGVAAGKGIAVGCAHL IARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAF I SLHL
NTDB id 93311 DE10444 RS10580 WP 065824996.1 MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAFISLHL 80
NTDB id 1096 KZH42 RS00175 WP 002225691.1 MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAFISLHL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MLLTDVTLSREPVDI LREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRR IHNNL IGQGNELEVADNLFDE
NTDB id 93311 DE10444 RS10580 WP 065824996.1 MLLTDVTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNELEVADNLFDE 160
NTDB id 1096 KZH42 RS00175 WP 002225691.1 MLLTDVTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNELEVADNLFDE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TVL IANDLSPADTVLFKEQR IAAFVTDAGGPTGHTAI LGRSLDIPSVVGLHNARKL ITEGETVIVDGINGVL I IAPDESV
NTDB id 93311 DE10444 RS10580 WP 065824996.1 TVLIANDLSPADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIVDGINGVLIIAPDESV 240
NTDB id 1096 KZH42 RS00175 WP 002225691.1 TVLIANDLSPADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIVDGINGVLIIAPDESV 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LNEYRRRAREYRSHKRDLNKLKKTAAATADGVC I ELVGNI ESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYE
NTDB id 93311 DE10444 RS10580 WP 065824996.1 LNEYRRRAREYRSHKRDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYE 320
NTDB id 1096 KZH42 RS00175 WP 002225691.1 LNEYRRRAREYRSHKRDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYE 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VYSAIVKKMKGKSVTIRTVDLGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAI LRAAVHGPVRMMWP
NTDB id 93311 DE10444 RS10580 WP 065824996.1 VYSAIVKKMKGKSVTIRTVDLGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAILRAAVHGPVRMMWP 400
NTDB id 1096 KZH42 RS00175 WP 002225691.1 VYSAIVKKMKGKSVTIRTVDLGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAILRAAVHGPVRMMWP 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MITSVSEVRQCL IHLDNTAQRQLAERGDAFGKVGIGCMI E IPSAALTVGS I LKLVDF I SVGTNDL IQYI LSVDRGDDSVSH
NTDB id 93311 DE10444 RS10580 WP 065824996.1 MITSVSEVRQCLIHLNTAQRQLAERGDAFGKVGIGCMIEIPSAALTVGSILKLVDFISVGTNDLIQYILSVDRGDDSVSH 480
NTDB id 1096 KZH42 RS00175 WP 002225691.1 MITSVSEVRQCLIHLDTAQRQLAERGDAFGKVGIGCMIEIPSAALTVGSILKLVDFISVGTNDLIQYILSVDRGDDSVSH 480
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LYQPGHPAVLKMLQHVIRTANRMDKDVSVCGEMAGDTAFTRVLLGMGLRRFSMNPNNI LPVKNI I LHSNVGQLENSDE IAVKI
V

NTDB id 93311 DE10444 RS10580 WP 065824996.1 LYQPGHPAVLKMLQHVIRTANRMDKDVSVCGEMAGDTAFTRVLLGMGLRRFSMNPNNILPVKNIILHSNVGQLENEIAKI 560
NTDB id 1096 KZH42 RS00175 WP 002225691.1 LYQPGHPAVLKMLQHVIRTANRMDKDVSVCGEMAGDTAFTRVLLGMGLRRFSMNPNNILPVKNIILHSNVGQLESDIVKV 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *! !*



logo

I
VRCEDEEKASEKL IKQI

MNSVSVEEEADFKGRK
NTDB id 93311 DE10444 RS10580 WP 065824996.1 VRCEDEEKAEKLIKQINSVSVEEEADFKGRK 591
NTDB id 1096 KZH42 RS00175 WP 002225691.1 IRCEDEEKSEKLIKQMNSVSVEEEADFKGRK 591
consensus *!!!!!!! !!!!!!*!!!!!!!!!!!!!!!
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