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NTDB id 1366 NTHI RS01950 WP 011271972.1 MTSYALLHTQRVTAQNGEIFTISPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQ 85
NTDB id 1384 A4U84 RS08525 WP 010787006.1 MSQYTI.....CEQQTERIFDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDE 80
NTDB id 93288 MWM02 RS05715 WP 244403137.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
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NTDB id 1366 NTHI RS01950 WP 011271972.1 LKELLQQLTPHQMQVEEQVKFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLISKIF 170
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LKYLLNALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQL 165
NTDB id 93288 MWM02 RS05715 WP 244403137.1 .................................MNEIEYLADRLIKEASVLHVSDIHIVPRKDDAAVRFRLDGLLMEKEVLTKEI 52
NTDB id 96 BSU 24730 NP 390353.1 .................................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEE 52
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LRAVLLMQKQPNQNYKPLNTVEFISFPLDPS ILFADLSEKQLGSFMLNTFAEPKQNATQAGQAKQTATFLQLNRSAFLSFLQSKHQ
NTDB id 1366 NTHI RS01950 WP 011271972.1 ANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQAFQRSLSQ 255
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQ 250
NTDB id 93288 MWM02 RS05715 WP 244403137.1 CERLITHFKFLAGMDIGERRRPQSGAMETKQQ.GEIIHLRLSTLPTSYDESLVIRLLPQN.LFLPLSQLSLFANAAKTLLSLFQQ 135
NTDB id 96 BSU 24730 NP 390353.1 CVRLISHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQY.NIPSIDKLSLFPKTGATLLSFLKH 135
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NTDB id 1366 NTHI RS01950 WP 011271972.1 PQGLILVTGPTGSGKSISLYTALQWLN.TPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDIIMLGEIRDEE 339
NTDB id 1384 A4U84 RS08525 WP 010787006.1 PQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEE 334
NTDB id 93288 MWM02 RS05715 WP 244403137.1 PQGLIIFTGPAGSGKTTTLYTLLRVCQSEWNRNVITLEDPVEKRIDNILQVQINEKAGITYANGLKAALRHDPNVVMIGEIRDAE 220
NTDB id 96 BSU 24730 NP 390353.1 SHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAE 220
consensus **!*** !!!*!!!!* *!!* ***** * ****! !!!*!* *****!*!*!** ** *** !***!!*!!*****!!!!! !

logo

S
TAERKMIALVRSASALMQTGHL IVALTSSTMLHTKRNDAI

K
L
V

G
SAVI ESYRLQRLEQFLGINPQELMQNYHDE IQENQSTVL ILAL IVATIAQRLVDRKLAILVCKPFKCERGENGGHNVGLC I

S
NC
S
C
D
L
V

D
E
F
YCHYRKQSYGRYKNI

T
R
G
RRAIASGVHYEQCFL

NTDB id 1366 NTHI RS01950 WP 011271972.1 SARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGNLINSCDCHQGY.RGRIGVYQF 423
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVG..CDECYQGY.RGRIGVYQC 416
NTDB id 93288 MWM02 RS05715 WP 244403137.1 TAKIAVRSALTGHLIASTMHTKDAVGAIYRLREFGIPLHDIEQTLLAVTAQRLVDLVCPFCGEHCS..LFCRKYRKIRRAAVHEL 303
NTDB id 96 BSU 24730 NP 390353.1 TAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCS.SVYCRQSRNTRRASVYEL 304
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NTDB id 1366 NTHI RS01950 WP 011271972.1 LHWQQNGY..........QTDFENLRESGLEKVSQGITDEKEIERVLGKNS. 464
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSRTAKKFDKQT.....AYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 93288 MWM02 RS05715 WP 244403137.1 LHGDALSGAIQSVQSGRKTYHYYTLQNAIRKGIALGFLPPRLLCAKGGENE. 354
NTDB id 96 BSU 24730 NP 390353.1 LYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
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