
logo

MSQYTICEQQTER I FDI SPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACE I FAFMTHKQI EPVVIASDELKYLL
NTDB id 1384 A4U84 RS08525 WP 010787006.1 MSQYTICEQQTERIFDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLL 85
NTDB id 93199 JPge RS13870 WP 017435101.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
consensus

logo

NALSPEQQP IYEESELAFVEQEQEQLNLN
M
N
D
E
P
S I IEKQYVLALSKDRNLFILEKMF

E
C
A
G
L
Y

A
L
L
Q
T

K
N
R

V
ASDIHI EVPREKNQRKDLAVIVIHRLFR I

L
VDHGALVLHLMEKLYKAKRDSTMLKSTI

K
Q
E
E
L
T

A
C
E
S
VRL I

NTDB id 1384 A4U84 RS08525 WP 010787006.1 NALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLI 170
NTDB id 93199 JPge RS13870 WP 017435101.1 ............................MNEIEYLADRLLMEAGLLRVSDIHIVPRKNDAVVRFRLDGLLMEKATLTKETCERLI 57
NTDB id 96 BSU 24730 NP 390353.1 ............................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLI 57
consensus ** !* * **!* ** * **!!!!!*!!********!*!**!* ******* * !!!

logo

T
S
R
H
I
FKLFLSAAGKLMDI SGELRRKQRPQDNSGAQSFLMESTFLTKNTLQTAKLQAEGDEGI

N
T

I
L
V

D
H
S

F
LRLMVSSTLPTFINYDEGEKSLVLIRVLLMQKPNQKSYFNPTFISFLPDPSFIQDLSKQI

L
G
S
F
L
N
F
A
P
H
K
Q

Q
S
T

G
Q
T

A
N
T

I
TLLNSAFLFLQKHQSPHQGMLLI

NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLI 255
NTDB id 93199 JPge RS13870 WP 017435101.1 THFKFLAGMDIGERRRPQSGAMETNQ.QGEIISLRLSTLPTFYDESLVIRLLPQSF.FLPQSQISLFAHSTNILLSLFQQPQGLI 140
NTDB id 96 BSU 24730 NP 390353.1 SHFKFLSAMDIGERRKPQNGSLTLKL.KEGNVHLRMSTLPTINEESLVIRVMPQYN.IPSIDKLSLFPKTGATLLSFLKHSHGML 140
consensus ***!*!***!!*!*!*!! ! ** ** * *!*!*!!!***!*!!*!**** ****** * *!!* *****!**

logo

L
I
C
F
VTGPTGSGKSTI

TTLYASALVLNQR I
Y
A
C
L

K
N
Q

E
K
H
K
Q

F
M
W

D
H
N

K
R
H
N
V
I
I
L
VTALEDPVE I

K
T

E
R
D
I
E
D
D
G
N

V
L
I
LQTVQI

VNRESKI
A
Q
G
I
L
V

D
T
F
Y
A
S
A
Q
V

L
GLRKTAAFI LRQHDPDI

M
VI IMVLGE IRDEAESTAEKMIA

NTDB id 1384 A4U84 RS08525 WP 010787006.1 LVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMA 339
NTDB id 93199 JPge RS13870 WP 017435101.1 ICTGPTGSGKTTTLYALLRICQEKWHRNVITLEDPVEKRIDNLLQVQINEKAGITYAVGLKAALRHDPDVIMVGEIRDAETAKIA 225
NTDB id 96 BSU 24730 NP 390353.1 IFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIA 225
consensus * !!!!!!!!**!!!***** * * ****!*!!!!! *** **!*!*!******** *!** !!*!!!*!**!!!!!*!*!**!

logo

L
VRSASAQMTGHL IVVLTSSTMLHTKNRNDAKLVSGAVI EYRLRLQELFGINPQELMENYDE IQENQSTVL ILLA I

V
A
I
TAQRLVRDKLALCKPKFCEGREGNVHGCDMSEPSCVVYCQRGQSYRGKNTVRRAIVAGSVHYQECLLSYRGKSTNA

NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGCDECY.QGYRG..RIGVYQCLSRTA 421
NTDB id 93199 JPge RS13870 WP 017435101.1 VRSAMTGHLIVSTMHTKNAVGAIYRLREFGIPLEDIEQTLLAVTAQRLVDLLCPFCGE.HCMP.VCRQYRKVRRVAVHELLYGSA 308
NTDB id 96 BSU 24730 NP 390353.1 VRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCEN.GCSSVYCRQSRNTRRASVYELLYGKN 309
consensus *!***!!!!*****!!**!**!**!!***!!** *!******* !!!!!***!**! *! *****! *!**!***!****

logo

K
L
Q
S
D
Q
A
C ICQEKSAFVDKQGKTGNQHNTKANVYCLYDQRFYQSYSTLERENQSIAIKRQKKGMIEAQLQGFLYTLNPTAETHNTENTLVYTDVRW

V
K
L
V

Y
G
G
H
YEKD

NTDB id 1384 A4U84 RS08525 WP 010787006.1 K.....KFDKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 93199 JPge RS13870 WP 017435101.1 LSDAICSVQTGNKVCRYYTLENIIRKGMALGFLPAHTLTVVKGGEK. 354
NTDB id 96 BSU 24730 NP 390353.1 LQQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus * * * * * *!************* ****** !*

X non conserved

X similar

X ≥ 50% conserved


