
logo MKNACWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAVPSTQVI EAPP IPPLASQEEAKPQAEAPAQEEADQ
NTDB id 92991 MWM12 RS07310 WP 244340642.1 MKNACQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPVPSTQVIEAPPIPPLASQEEAKPQAEAPAQEEDQ 85
NTDB id 1026 TT RS05140 WP 011173435.1 MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAPSTQVIEAPPIPPLASQEEAKPQAEAPAQEEAQ 85
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo APASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPAVRVQTPAPQAPQAAPATRP IPGTSGALPAPKI
NTDB id 92991 MWM12 RS07310 WP 244340642.1 APASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPAVRVQTPAPAPQAAPATRPIPGTSGALPAPKI 170
NTDB id 1026 TT RS05140 WP 011173435.1 APASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPAVRVQTPAQAPQAAPATRPIPGTSGALPAPKI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo LSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEKAPATPASPLERLVAEKGLRLSGTLLGPVSVAI LESKEGYLVVPAVGS
NTDB id 92991 MWM12 RS07310 WP 244340642.1 LSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEKAPAPASPLERLVAEKGLRLSGTLLGPVSVAILESKEGYLVVPVGS 255
NTDB id 1026 TT RS05140 WP 011173435.1 LSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEKAPTPASPLERLVAEKGLRLSGTLLGPVSVAILESKEGYLVVPAGS 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo P IPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ
NTDB id 92991 MWM12 RS07310 WP 244340642.1 PIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 292
NTDB id 1026 TT RS05140 WP 011173435.1 PIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 292
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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