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A
RPRSGWGTLWGLVGLGALGAGLVLVAGALWGLFLAYPWAFLLLAGLGPLLPFLFLRLPFLAALGFLAGLVLALRAGFLFLFPLPEPPW

YGAKARLVEGVFAVRGGFATRSAEGHYLR
NTDB id 92946 MWM05 RS11045 WP 244362726.1 MSAPRGGLGLGLGLGGVLGALGLLYPWALLLALPLLPLFRLPLAAGLALVLLRGFLFPLPEPPYGKRLEGVFAVRGGFASAEGYR 85
NTDB id 1035 TT RS08105 WP 011173974.1 .MRPSWTWGVGLGAGALVAAWGLFAPWAF.LGLGLLPFLRLPFALGFGLVLARALFFPLPEPPWGAAVEGVFAVRGGFTRAEGHL 83
consensus * ! !*!!! !****! !! !!! *!*!*!!! !!! ! ! *!!! !* !!!!!!!*! *!!!!!!!!!! !!!*

logo LWYVRSHYPPLPDGRVYRLRVGRYIAPPEQGTRRTNPGGFDQGRATWLLRSLRGAVKRGVFLHRAVEQSAKEAPLAGPLPDPWREAGFWRERRLGVAQGLSLPEPAVARELVAVEGLV
NTDB id 92946 MWM05 RS11045 WP 244362726.1 LYVRHYPPLPDGVYRLVGYIAPPETRRNPGGFDQGTWLRSLGVRGVFHVEQKEALAPLPDPREAWRRRLVQGLSPPVAELAEGLV 170
NTDB id 1035 TT RS08105 WP 011173974.1 LWVSHYPPLPDGRYRLRGRIAPPQGRTNPGGFDQRAWLLSRGAKGVLRAESAEPLGPLPDWREGFRERLGAGLSLEAREVVEGLV 168
consensus !*! !!!!!!!! !!! ! !!!! ! !!!!!!! !! ! ! *!! * ! !*!*!!!!*!!**! !! !!!** !* !!!!

logo LGDKEGGLEATAYAPLWFQKRAGLAHLLALSGLHVGFVLLVGAFAVVLGLLVLYPLGRWRYLLALALLLPFYLLWLAGPSPSLVRASLMAGLSLLGLFL
NTDB id 92946 MWM05 RS11045 WP 244362726.1 LGDKEGLEAAYAWFQKAGLAHLLALSGLHVGFLLGAV..LVLPLGRWRYLLALLLLPFYLWLAGPSPSLVRASLMAGLSLLGLFL 253
NTDB id 1035 TT RS08105 WP 011173974.1 LGDKGGLETAYPLFQRAGLAHLLALSGLHVGVLVGFAVLGLYPLGRWRYLLALALLPFYLLLAGPSPSLVRASLMAGLSLLGLFL 253
consensus !!!! !!! !!* !!*!!!!!!!!!!!!!!! !*! ** * !!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo GLGGTAGVLVQALGLALFLQLLLARPEHALLGSLGFLQLSYLAVLGLALVLPALERLRPPSGLPRGYLVALGSAGLVAASTLAAVQAFLLLVPLLLHRFGFALPL
NTDB id 92946 MWM05 RS11045 WP 244362726.1 GLGTAGVLQALGLALFLQLLLAPHALLSLGLQLSYLAVLGLALVLPALERPSGLRGYVASALAATLAAQALLVPLLLHRFGFLPL 338
NTDB id 1035 TT RS08105 WP 011173974.1 GLGGAGVVQALGLALFLQLLLRPEALLGLGFQLSYLAVLGLALVLPALRLPPGPRGYLLGGVAASLAVQAFLLPLLLHRFGFAPL 338
consensus !!! !!!*!!!!!!!!!!!!! !*!!! !! !!!!!!!!!!!!!!!!! !*!*!!!* **!!*!! !! !*!!!!!!!!! !!

logo LASPLATNLLALPLVALLVPLGFLKLFLGAGLLPAPLAVEPLAGQRAGLLGLLAGQLMAGAKQGPLLRWGE IASPLPGFALYYLGLLPLLAFALHRKR I
LPWR

NTDB id 92946 MWM05 RS11045 WP 244362726.1 LSPLTNLLALPLVALLVPLGFLKLFLGGLLAPLAEPLGQALLGLAQMGAKGPLLRWGEISPLGFALYYLGLLPLLAALHRKIPWR 423
NTDB id 1035 TT RS08105 WP 011173974.1 LAPLANLLALPLVALLVPLGFLKLFLGALPAPLVEPLARGLLLLAGLAAQGPLLRWGEIAPPGFALYYLGLLPLLFALHRRLPWR 423
consensus ! !! !!!!!!!!!!!!!!!!!!!!!!*!*!!! !!!* *!! !! **! !!!!!!!!! !*!!!!!!!!!!!!! !!!!**!!!

logo

K
RALLLATSLPAI LAVGSLLAAWPKPLDLHWLMLDVGQGDALLARMGGAGEVLVDGGRASEKQAGEAKLVLVRALRALGI

VEADLELLVATHPDADHAYGGSL
NTDB id 92946 MWM05 RS11045 WP 244362726.1 KALLLTSLPILASLLAAWPKPLDLHLLDVGQGDALLARMGGAEVLVDGGRSEQAEKLLRALRALGIEDLELLVATHPDADHAGSL 508
NTDB id 1035 TT RS08105 WP 011173974.1 RALLLASLPALVGLLAAWPKPLDLWMLDVGQGDALLARMGGGEVLVDGGRAEKGEAVVRALRALGVEALELLVATHPDADHYGGL 508
consensus *!!!! !!! ! !!!!!!!!!!!**!!!!!!!!!!!!!!!*!!!!!!!! ! *! **!!!!!!!*! !!!!!!!!!!!!! ! !

logo
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A
EELVP I

VGLALLASPAGFPEQDHPLAVEQALKRAKRGVPTVLVRYAPGAGSTRFLKRVGKQGEVRVLWPAEARLSGRDDENQRDGLALLLDFGRGQRALLLADL
NTDB id 92946 MWM05 RS11045 WP 244362726.1 PQVVAELPIGLALLSPAFPQDHPLVQALKAKGVPTLYPGAGSRFRVGKGEVRVLWPARLSRDENRDGLALLLDFGRGQALLLADL 593
NTDB id 1035 TT RS08105 WP 011173974.1 FRVIEEVPVGLALLAPGFPEDHPLAEALRARGVPVVRAGAGTRLKVGQGEVRVLWPEALSGDDNQDGLALLLDFGRGRALLLADL 593
consensus * !* !*!*!!!!! !*!! !!!! !!*!*!!! * *!!!*! *!! !!!!!!!! !! !*! !!!!!!!!!!!! !!!!!!!



logo PRVEVEARARLEPVGEPVDEAVLKVSHHGSQRSTGTSETVLLVESQRATKRPKRVAL IGVGKPNPFGNHPHPEVLEKRLEGRHRGAVEQI
V
F
RRTDQRDGAVRVLFGYAW

NTDB id 92946 MWM05 RS11045 WP 244362726.1 PVEVERALEVGPVDVLKVSHHGSRTGTSETLVSQAKPKVALIGVGKNPFNHPHPEVLKRLEGRGVQVFRTDRDGAVRVLFGYAW 677
NTDB id 1035 TT RS08105 WP 011173974.1 PREVEARLPVGEVEALKVSHHGSQSGTSEVLLERTRPRVALIGVGPNPFGHPHPEVLERLERHGAEIRRTDQDGAVRVLFGYAW 677
consensus ! !!! !*!!*!* !!!!!!!! *!!!! !* *!*!!!!!!!*!!! !!!!!!! !!! *! * !!! !!!!!!!!!!!!
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