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NTDB id 1416 SGL RS14595 WP 010873643.1 GPERYAIY I ISNRINeNGN jsl EDL[E VKGIGP - |y E[GLR{GNV]Y 553
NTDB id 1310 DR RS09495 WP 010888490.1 MNP Yis&] FADL]Y VKG GEATLEYLPIRV 126
NTDB id 92945 MWMO5 RS11040 WP 244362724.1 GPVLAR I EGREMPY|#d EDLL VKGIGPATLE LRPYVR|3 102
NTDB id 1034 TT RS08100 WP 024119555.1 GPVLAR I EGRWMMPYISd EDLL VKGIGPATLE LRPY Ry 102
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