
logo MIRLNLLPKNLRRRVEPGWWRLLVAALLFALVVFLGLVLGFLLVHYTAYTELSLAKAEERDAQLQRAEVEALRPF IAQELQGNRLQEQERKALEALLA
NTDB id 92941 MWM05 RS10615 WP 071677088.1 MIRLNLLPKNLRRRVEPGWWRLVAALFALVVFLVLGFLHYTAYTELSLAKEERDALRAEVEALRPFIQEQNRLQQERKALEALLA 85
NTDB id 1024 TT RS05130 WP 011173433.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKALEALLA 85
consensus !!!!!!!!!!!!!!!!!!!!!!*! !!!!!! !!! *!!!!!!!!!!!! !!! ! !!!!!!!!!! ! !!! !!!!!!!!!!

logo I REGLERKNAFVPWSEQYLAATF INQIPRAEGGRFLEPVALRSVGSATRALSTEEEAAQRLQAQENGATFYDGKKR I
VRVEFATLQGEALNSQREGALVRF IQRAFE

NTDB id 92941 MWM05 RS10615 WP 071677088.1 IREGLRKNFVPWSEYLATFINQIPREGGRFPVALRSVGTRALTEEEAAQQAQNGAFDGKKVRVEFTLQGEALNQGALVRFIQAFE 170
NTDB id 1024 TT RS05130 WP 011173433.1 IREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSREALVRFIRAFE 170
consensus !!!!! !! !!!! !!! !!!!!!! !!! *!!!!!! !!!*!!!!! !! ! *!!!**!!!! !!!!!! !!!!!! !!!

logo

A
TSPRFGI EFQGASLDEQGNRGLYTFSARVGAVTVGGEQSGAR

NTDB id 92941 MWM05 RS10615 WP 071677088.1 ASPRFGIEFQGASLDQNRGLYTFSARVGVVGGEQGAR 207
NTDB id 1024 TT RS05130 WP 011173433.1 TSPRFGIEFQGASLDEGRGLYTFSARVGATGGESGAR 207
consensus !!!!!!!!!!!!!! !!!!!!!!!!! !!! !!!

X non conserved
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X ≥ 50% conserved


