
logo MFKSGSLSKQLFRPRVEALGLE I
VGASASLKLVELVSGHNPPATLKRALYASTRPS ITPPGLTLVMVDEGMVVAREPAGATLAQE IKRELLALEARTKRKRYVVSTALVPSN

NTDB id 92940 MWM05 RS10610 WP 244362604.1 MFSGLSKLFRPRVEALGLEVGASSLKLVELSGHPPTLRAYATRSIPPGTVVDGVVREPGTLAQEIRELLAEARTKKRYVVSAVPN 85
NTDB id 1023 TT RS05125 WP 011173432.1 MFKSLSQLFRPRVEALGLEIGASALKLVEVSGNPPALKALASRPTPPGLLMEGMVAEPAALAQEIKELLLEARTRKRYVVTALSN 85
consensus !! !! !!!!!!!!!!!!*!!! !!!!!*!!*!! !*! !*!* !!! ***!*! !!* !!!!!*!!! !!!!*!!!!!*!**!

logo

L
PAVI LRPTI

LQVPKMPLPKEMEEAVRWEAERYIPFP IDEVVLDFAPLDTPLASEVAQEGEQMVEQVMVAAARQEAVAGSLVI
LEALREGAGLTVPVVL

NTDB id 92940 MWM05 RS10610 WP 244362604.1 PAVILRTLQVPKMPPKEMEEAVRWEAERYIPFPIDEVVLDFAPLDPLAEVAEGEQMEVMVAAARQEAVASLIEALREAGLTPVVL 170
NTDB id 1023 TT RS05125 WP 011173432.1 LAVILRPIQVPKMPLKEMEEAVRWEAERYIPFPIDEVVLDFAPLTPLSEVQEGEQVQVMVAAARQEAVAGVLEALRGAGLVPVVL 170
consensus *!!!!!**!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!!* !!!!!!!!!!!! **!!!! !!! !!!!

logo DVKPFAGLYPLEAEERLANEREPDRTVFVLVAVLVDE IGAESTSLVLALRGDKRPLAVRLVLTLSGKDFTEAIAKRSFGNLDFLLATAEDEVKRTYGLMATI
LPT

NTDB id 92940 MWM05 RS10610 WP 244362604.1 DVKPFAGLYPLEEELNREPDRTVVAVEIGAESTSLVLARGDRPLAVRLLTLSGKDFTEAIAKSFGLDFLTAEDVKRTYGLATIPT 255
NTDB id 1023 TT RS05125 WP 011173432.1 DVKPFAGLYPLEARLAEEPDRVFLVLDIGAESTSLVLLRGDKPLAVRVLTLSGKDFTEAIARSFNLDLLAAEEVKRTYGMATLPT 255
consensus !!!!!!!!!!!! ! !!!! * **!!!!!!!!!! !!!*!!!!!*!!!!!!!!!!!!!*!! !! ! !!*!!!!!!*!!*!!

logo EDEELLLDFDAERERYSPAGR IYDAIRPVLVELTQE I
LRRSLEFFR I

VQLEGDEAIQSPEMVGYLLYGGGSKRLRGLASSTLLTDTLGVNFELPVPVDNPW
NTDB id 92940 MWM05 RS10610 WP 244362604.1 EDEELLLDFDAERERYSPARIYDAIRPVLVELTQEIRRSLEFFRVQLGDIQPEVGYLYGGGSRLRGLSTLLTDTLGVNFLVPDPW 340
NTDB id 1023 TT RS05125 WP 011173432.1 EDEELLLDFDAERERYSPGRIYDAIRPVLVELTQELRRSLEFFRIQLEEASPEMGYLLGGGSKLRGLASLLTDTLGVNFEPVNPW 340
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!*!! * !!*!!! !!!!*!!!! *!!!!!!!!!! ** !!

logo

E
N
A
GVAQI

VDPKRFDELSEKQLQREAIGAPEFLAMVAPLVGLALRGVESPLD
NTDB id 92940 MWM05 RS10610 WP 244362604.1 NGVQIDPKRFDLEKLREAGAELMVPVGLALRGVSPLD 377
NTDB id 1023 TT RS05125 WP 011173432.1 EAVAVDPKRFESEQLQEIGPEFAVALGLALRGVEPLD 377
consensus *! *!!!!!* ! ! ! !*! !**!!!!!!! !!!

X non conserved

X similar

X ≥ 50% conserved


