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NTDB id 1193 PA5040 NP 253727.1 MNSGLSRLGIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPGVQNKLGTKNRE 80
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 92820 AFK67 RS19080 WP 071602781.1 ................................................................................ 0
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ................................................................................ 0
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NTDB id 1193 PA5040 NP 253727.1 LSVGNTRSVTVVEAKDRTRLIINLTALSSYTTRVEGNNLFVVVGNSPAGASVASAAPVKASPAPASYAQPIKPKPYVP.. 158
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .............MKMRHGLTL.................................TPRKLTG.LFSLWFSLLLAPFVAAE 33
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 92820 AFK67 RS19080 WP 071602781.1 ................................................................................ 0
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ................................................................................ 0
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NTDB id 1193 PA5040 NP 253727.1 ..AGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTT 113
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 92820 AFK67 RS19080 WP 071602781.1 ................................................................................ 0
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ................................................................................ 0
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NTDB id 1193 PA5040 NP 253727.1 SI..TIEPSGLYDYLVYQTDNRLTVSIKPMT.TEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDT 313
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVAYIDEDYSHDYRLTGRYLEVKV....GKLKANEKAPDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDS 189
NTDB id 1347 HI 0435 AAC22094.1 ..........MKKYFLKCGYFLVCFCLPLIV.FAN........PKTDNERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDI 61
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..........MKKYFLKCGYFLVCFCLPLIV.FAN........PKTDNECFFIRLSQAPLAQTLEQLAFQQDVNLVMGER 61
NTDB id 92820 AFK67 RS19080 WP 071602781.1 .........MIRKS............LPLLLLAANI.....TCAAPASQGVSLTADETPVVQLLQALAESEQLNLVIAPG 54
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ..........MKQW............IAALLLMLIP.....GVQAAKPQKVTLMVDDVPVAQVLQALAEQEKLNLVVSPD 53
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NTDB id 1193 PA5040 NP 253727.1 VQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIA 393
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIA 269
NTDB id 1347 HI 0435 AAC22094.1 LENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGKGQVA.....GNLTTNEPHLVSHTVKLHFAKASELM 136
NTDB id 1373 NTHI RS02645 WP 011272046.1 LEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSGKGQVA.....GNLTTNEPHLVSHTVKLHFAKASELM 136
NTDB id 92820 AFK67 RS19080 WP 071602781.1 VEGVVSLHLQNVPWQQAFQMVAESARLRWQKENNILRVYPEAWEQQKLAQREASRQQQALNLPLVSETVTLRYAEAAELA 134
NTDB id 1433 BW25113 RS17570 WP 000815987.1 VSGTVSLHLTDVPWKQALQTVVKSAGLITRQEGNILSVHSIAWQNNNIARQEAEQARAQANLPLENRSITLQYADAGELA 133
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NTDB id 1193 PA5040 NP 253727.1 KLFQSVTSDGGQEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGG 473
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EMING....EGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGF 345
NTDB id 1347 HI 0435 AAC22094.1 KSLTT.....GSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGI 211
NTDB id 1373 NTHI RS02645 WP 011272046.1 KSLTT.....GSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGI 211
NTDB id 92820 AFK67 RS19080 WP 071602781.1 TSLAA.....LGDKLMTPRGSVTVDKRTNRLLIRDTAGALRQVQEWVAKMDIPVGQVELAAHIVTINQQSLRELGVKWST 209
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ....K.....AGEKLLSAKGSMTVDKRTNRLLLRDNKTALSALEQWVAQMDLPVGQVELSAHIVTINEKSLRELGVKWTL 204
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NTDB id 1193 PA5040 NP 253727.1 AYHKGNWSGYGKD....GNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFV.....DLGAKDATSGIGIGFITDNIILD 544
NTDB id 1408 DSB67 RS13980 WP 010643500.1 TSINGSHTVGGSIENNLATIGLYDGGGE..G........DDGGSSVGIDDFLNVNLAATSPNATSIAFQVAKLGSDTLLD 415
NTDB id 1347 HI 0435 AAC22094.1 FNPTENARRVAG..................S........LTGNSFENIADNLNVNFATTTTPAGSIALQVAKING.RLLD 264
NTDB id 1373 NTHI RS02645 WP 011272046.1 FNPTENARRVAG..................S........LTGNSFENIADNLNVNFATTTTPAGSIALQVAKING.RLLD 264
NTDB id 92820 AFK67 RS19080 WP 071602781.1 ADAEGATKLYHP.................................TTISADLAVA.....DATTRLGFNIGRIDG.RMLE 250
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ADAQHAGGVGQV.................................TTLGSDLSVA.....TATTHVGFNIGRING.RLLD 245
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NTDB id 1193 PA5040 NP 253727.1 LQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEAS.SSGATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKD 623
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESS.SSGATSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQD 494
NTDB id 1347 HI 0435 AAC22094.1 LELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQN 344
NTDB id 1373 NTHI RS02645 WP 011272046.1 LELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQN 344
NTDB id 92820 AFK67 RS19080 WP 071602781.1 FELSALEQKQKVEIIASPRLLAAHQQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPTIGQGGRIRLKLRISQN 330
NTDB id 1433 BW25113 RS17570 WP 000815987.1 LELSALEQKQQLDIIASPRLLASHLQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPTVLQKGRIRLKLHISQN 325
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NTDB id 1193 PA5040 NP 253727.1 APDYQ..NMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLT 701
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVT 574
NTDB id 1347 HI 0435 AAC22094.1 SPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVT 424
NTDB id 1373 NTHI RS02645 WP 011272046.1 SPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVT 424
NTDB id 92820 AFK67 RS19080 WP 071602781.1 MPGQALQQADGEVLAIDKQEIETQVEVKDGETLALGGIFQQKNKAGNEQVPLLGNIPLFGSLFRHDGKGNEKRELVVFIT 410
NTDB id 1433 BW25113 RS17570 WP 000815987.1 VPGQVLQQADGEVLAIDKQEIETQVEVKSGETLALGGIFTRKNKSGQDSVPLLGDIPWFGQLFRHDGKEDERRELVVFIT 405
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NTDB id 1193 PA5040 NP 253727.1 PRIMNNQAIAIGR........ 714
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PKVVIQ............... 580
NTDB id 1347 HI 0435 AAC22094.1 PHILKAGETLEALKQKSEGKK 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 PHILKAGETLEALKQKSAGKK 445
NTDB id 92820 AFK67 RS19080 WP 071602781.1 PHIINGA.............. 417
NTDB id 1433 BW25113 RS17570 WP 000815987.1 PRLVSSE.............. 412
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