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NTDB id 92772 AFK64 RS19730 WP 370552367.1 ................................................................................ 0
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ................................................................................ 0
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NTDB id 92772 AFK64 RS19730 WP 370552367.1 ..........MRKS............LPLLLLAA....TTVFAAPTSPGVSLVADETPVVQLLQALAESEQLNLVVAPGV 54
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ..........MKQW............IAALLLML....IPGVQAAKPQKVTLMVDDVPVAQVLQALAEQEKLNLVVSPDV 54
NTDB id 1193 PA5040 NP 253727.1 SI..TIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTV 314
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVAYIDEDYSHDYRLTGRYLEVKVG.KL..KANEKAPDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSV 190
NTDB id 1347 HI 0435 AAC22094.1 ..........MKKYFLKCGYFLVCFCLPLIVFANPK........TDNERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDIL 62
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..........MKKYFLKCGYFLVCFCLPLIVFANPK........TDNECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERL 62
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NTDB id 92772 AFK64 RS19730 WP 370552367.1 EGVVSLHLQDVPWQQAFQMVTESARLRWRKERNILRVYPESWEQQNQAQRDAARQQQERNLPLVNDTFTLRYAEASELAA 134
NTDB id 1433 BW25113 RS17570 WP 000815987.1 SGTVSLHLTDVPWKQALQTVVKSAGLITRQEGNILSVHSIAWQNNNIARQEAEQARAQANLPLENRSITLQYADAGELA. 133
NTDB id 1193 PA5040 NP 253727.1 QGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAK 394
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAE 270
NTDB id 1347 HI 0435 AAC22094.1 ENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSG....KGQ.VAGNLTTNEPHLVSHTVKLHFAKASELMK 137
NTDB id 1373 NTHI RS02645 WP 011272046.1 EGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSG....KGQ.VAGNLTTNEPHLVSHTVKLHFAKASELMK 137
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NTDB id 92772 AFK64 RS19730 WP 370552367.1 AMA.....ALGDKLITPRGSVTVDKRTNRLLVCDTANALRQVREWVAKMDIPVGQVELAAHIVTINQQSLRELGVKWSTA 209
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ........KAGEKLLSAKGSMTVDKRTNRLLLRDNKTALSALEQWVAQMDLPVGQVELSAHIVTINEKSLRELGVKWTLA 205
NTDB id 1193 PA5040 NP 253727.1 LFQSVTSDGGQEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGA 474
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MING....EGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFT 346
NTDB id 1347 HI 0435 AAC22094.1 SLT.....TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIF 212
NTDB id 1373 NTHI RS02645 WP 011272046.1 SLT.....TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIF 212
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NTDB id 92772 AFK64 RS19730 WP 370552367.1 DADGPTT.LYHPT.......................TISA............DLAVANATTRLGFNIGRID.GRMLEFEL 252
NTDB id 1433 BW25113 RS17570 WP 000815987.1 DAQHAGG.VGQVT.......................TLGS............DLSVATATTHVGFNIGRIN.GRLLDLEL 248
NTDB id 1193 PA5040 NP 253727.1 YHKGNWSGYGKDG.....NIGIKDEDGM..NCGPIAGSCTFPTTGTSKSPSPFVDLGAKDATSGIGIGFITDNIILDLQL 547
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SING.SHTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVN.......LAATSPNATSIAFQVAKLGSDTLLDLEL 418
NTDB id 1347 HI 0435 AAC22094.1 NPTENARRVAGSL.................TGNSFENIADNLNVN.......FATTTTPAGSIALQVAKIN.GRLLDLEL 267
NTDB id 1373 NTHI RS02645 WP 011272046.1 NPTENARRVAGSL.................TGNSFENIADNLNVN.......FATTTTPAGSIALQVAKIN.GRLLDLEL 267
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NTDB id 92772 AFK64 RS19730 WP 370552367.1 SALEQKQKVEIIASPRLLAAHQQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPTIGQDGRIKLKLRISQNMPG 332
NTDB id 1433 BW25113 RS17570 WP 000815987.1 SALEQKQQLDIIASPRLLASHLQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPTVLQKGRIRLKLHISQNVPG 328
NTDB id 1193 PA5040 NP 253727.1 SAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSS.GATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPD 626
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS.GATSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPG 497
NTDB id 1347 HI 0435 AAC22094.1 SALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPG 347
NTDB id 1373 NTHI RS02645 WP 011272046.1 SALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPG 347
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NTDB id 92772 AFK64 RS19730 WP 370552367.1 QALQQADGEVLAIDKQEIETQVEVKDGETLALGGIFQQKNKAGNEQVPVLGNIPLFGSLFRHDGKDNEKRELVVFITPRI 412
NTDB id 1433 BW25113 RS17570 WP 000815987.1 QVLQQADGEVLAIDKQEIETQVEVKSGETLALGGIFTRKNKSGQDSVPLLGDIPWFGQLFRHDGKEDERRELVVFITPRL 408
NTDB id 1193 PA5040 NP 253727.1 YQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRI 704
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKV 577
NTDB id 1347 HI 0435 AAC22094.1 SRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHI 427
NTDB id 1373 NTHI RS02645 WP 011272046.1 SRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHI 427
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NTDB id 92772 AFK64 RS19730 WP 370552367.1 INGA.............. 416
NTDB id 1433 BW25113 RS17570 WP 000815987.1 VSSE.............. 412
NTDB id 1193 PA5040 NP 253727.1 MNNQAIAIGR........ 714
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VIQ............... 580
NTDB id 1347 HI 0435 AAC22094.1 LKAGETLEALKQKSEGKK 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 LKAGETLEALKQKSAGKK 445
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