
logo MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPF IAELGRLQEERKALEALLA
NTDB id 92616 QUE39 RS07025 WP 011228637.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKALEALLA 85
NTDB id 1024 TT RS05130 WP 011173433.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKALEALLA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I REGLEKNAVPWSQYLAAF INQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKR IRVEFALQGEALSREALVRF IRAFE
NTDB id 92616 QUE39 RS07025 WP 011228637.1 IREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSREALVRFIRAFE 170
NTDB id 1024 TT RS05130 WP 011173433.1 IREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSREALVRFIRAFE 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TSPRFGI EFQGASLDEGRGLYTFSARVGAVTGGESGAR
NTDB id 92616 QUE39 RS07025 WP 011228637.1 TSPRFGIEFQGASLDEGRGLYTFSARVGVTGGESGAR 207
NTDB id 1024 TT RS05130 WP 011173433.1 TSPRFGIEFQGASLDEGRGLYTFSARVGATGGESGAR 207
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!
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