
logo

MKMFMEFN
M
G
I
V
M
T

D
R
I
K
N

F
YTSELPRKRTAKAMLDNQKAREVCI LIFARHEKLRSAAEYQFLEMYVEAALEHGQHRLYFQEGHYASNSGPRNFTYI

L
G
ETSEAWHI

V
LLAILGALMASVLRTENCEITVHQDGPTSNESYGCGNKSLVINAAEDGYKLASAILSTFLQTANAEGDLMFYGNEPALDVYGRDEVIMSERHSDFKDSR I

E
L
D
Q
L
E
K
Y
I
Q
D
E
A
V
T
E
A
S
A
I
L
V
E
I
L
V
G
A
I
M
L
G
EKLKERTDE

P
L
K
T
S
D
L
S
Y
R
H
S
G
N
E
V
Q

Q
K
S
D
D
V
E
D
M
I
K
T
S
R
F
I

NTDB id 601 KW2 RS02615 WP 021036805.1 .......................................MLCQNCNINEA.................................TI 13
NTDB id 378 SMU RS02690 WP 002263569.1 .......................................MLCQNCKLNEA.................................TI 13
NTDB id 241 SP RS04015 WP 000882523.1 .......................................MLCQNCKINDS.................................TI 13
NTDB id 281 KZH43 RS03550 WP 000882517.1 .......................................MLCQNCKINDS.................................TI 13
NTDB id 245 SPD RS03860 WP 000882517.1 .......................................MLCQNCKINDS.................................TI 13
NTDB id 243 SPR RS03635 WP 000882517.1 .......................................MLCQNCKINDS.................................TI 13
NTDB id 85 BSU 00860 NP 387967.1 ..MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLIG........RGQEMS 75
NTDB id 92501 Llc71 RS02925 WP 248536868.1 MKFENVKYTPTLDRIFEKAAEYAHQYQYGTIESAHLLAAMATTSGSIAYSILAGMNVDSSDLLID........LEDLSSHVKVKR 77
NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLID........LEDLSSHVKVKR 77
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYSQDETF 75
NTDB id 289 SPD RS10700 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYSQDETF 75
NTDB id 287 SP RS11210 WP 001109712.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYSQDETF 75
NTDB id 377 SMU RS09275 WP 002262344.1 ....MTDYSLKMQEVFRLAQFEAARFESSYLESWHVLLAMVEIDSSVAGLSFAEFEADVRFEDYQAAAILAIGKKPKSSSN..DI 79
NTDB id 297 STER RS00545 WP 011680614.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVTGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLSESDII 81
NTDB id 329 STU RS10020 WP 011225298.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVPGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLSESDII 81
consensus ** * * * * *** *** ** **

logo

M
Q
D
S
T
H
T
E
L
I
R
L
Y
E
H
R
A
P
T

S
Y
Q
F
N

T
V
L
S
H
R
P
N
A
G
R
V
A
Q
K
L
K
E
Q
R
V
A
E
I
K
T
M
L
V
Q

M
V
F
L
I
A
E
Q
T
D
A
V
E
L
S
C
A
A
M
S
E
Q
A
D
E
G
F
Y
N
E
L
I
V
C
S
Y
A
I
R
V
Q
K
S

K
H
V
L
N
T
V

N
G
H
H
S
I
A
S
E
M
V
I
K

Y
A
E
V
K
S
L
T
V
D
G
G
S
P
T
Q
N
E
E
N
H
A
G
I
L
S
V
P
L
L
M
Y
F
N
G
K
A
A
H
M
F
I
L
G

G
I
M
L
N
R
S
Q
H
L
T

A
E
N
Q
H
V
D
P
Q
E
K
S
G
L

E
D
N
S
A
L
G
N

N
S
V
F
M
L
R

G
S
V
D
A

A
D
C
L
T
E
Q
R
P
V
I
LLNKENVLRLVAGVFHQSALYNEKKDADKGRSKEIQDFSNDKQI

V
P
F
L
N
K
R

L
Q
F
I
D
N
I
L
V
A
G

S
A
D
I
F
L
L
F
R
G
S
K
N
R
A
V
E
S
N
D
I
L
Q
N
E
G
K
E
R
N
Q
Y
N
F
R
T
R
A
A
D
P
G
F
W
L
S

K
N
T
S
G
V
K
R
N
A
P
Q
E
A
E
D
I
N
S
T
LKK

NTDB id 601 KW2 RS02615 WP 021036805.1 HLYTSVNGQKKQIDLCQNCYQ...IMKSGGQEALFGAGNASNGNSDEP............FNP.FNDIFSALQGQ.DFNGAAS.. 79
NTDB id 378 SMU RS02690 WP 002263569.1 HLYANVNGQQKQIDLCQNCYQ...IMKTDPENGPLNHLSQQNSSS...............INPFFDDFFGDLNNFRAFNNQDL.. 78
NTDB id 241 SP RS04015 WP 000882523.1 HLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNFRPSSN..T.. 75
NTDB id 281 KZH43 RS03550 WP 000882517.1 HLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNFRPSSN..T.. 75
NTDB id 245 SPD RS03860 WP 000882517.1 HLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNFRPSSN..T.. 75
NTDB id 243 SPR RS03635 WP 000882517.1 HLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTDLNNRD...............FDP.FGDFFNDLNNFRPSSN..T.. 75
NTDB id 85 BSU 00860 NP 387967.1 QTIHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIREGEGVAARVLNNLGVSLNKARQQVLQL..L.......GS....... 144
NTDB id 92501 Llc71 RS02925 WP 248536868.1 SELRFSPRVEEVVTVASFLAVHNNAEAVGTEHLLYALLQVEDGFGLQLLKL.........QKINIVSLRKEIEKRTGLKVPENKK 153
NTDB id 610 V4T04 RS10165 WP 012897346.1 STLRFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQVEDGFGLQLLKL.........QKINIVSLRKELEKRTGLKVPESKK 153
NTDB id 290 KZH43 RS10025 WP 001109677.1 TELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEERAGWTREDLK. 159
NTDB id 289 SPD RS10700 WP 001109677.1 TELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEERAGWTREDLK. 159
NTDB id 287 SP RS11210 WP 001109712.1 TELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHDSNALATRILERAGFSYEDKKDQVKIAALRRNLEERAGWTREDLK. 159
NTDB id 377 SMU RS09275 WP 002262344.1 MLLEQSHALKRTLAEAAAISQVTHAKEVGTEHVLFAMLLNPNLLATRILELVGFHAKDDGESIRLLDLRKVIERYAGFSKEDIK. 163
NTDB id 297 STER RS00545 WP 011680614.1 DLRAQSPALEAMLQEAQEIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERNAGLSKQDLK. 165
NTDB id 329 STU RS10020 WP 011225298.1 DLRAQSPALEAMLQEAQGIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERNAGLSKQDLK. 165
consensus * * * ** ********* * * ** ** * * * *



logo

AVILFHTRENDQPNQLMRPSTHRIRKPRTPVKTMKQTVASDKGANKGGNYGNGGNGNGYNGSERSQGRSTANGNPRSRSFMGGASDPANALMQGNQTMKTVGQPNRAMPAESPKNSQAKTQSNTVSEPNSKTPGMEGTLLADESDELVYFASGTKRSHINDI
V
LTDAEAESLQIAKEREKLQRSDGRSENDKI

L
E
DP I

M
VIGRSEDQADEKEVIKQTDISRLMVVIHQEVI LNSRKRTKNNPVL IV

NTDB id 601 KW2 RS02615 WP 021036805.1 ...NQTPPTQTGG..........RGPRGPQNPRAKQPKGMLEEFGINITESARRGEIDPVIGRDEEIKRVIEILNRRTKNNPVLI 151
NTDB id 378 SMU RS02690 WP 002263569.1 ...PNTPPTQAGGGNGNGGN.N.RRPGGPQQQASQKPNGLLEEFGINLTDIARKGEIDPVIGRDEEITRVIEILNRRTKNNPVLI 158
NTDB id 241 SP RS04015 WP 000882523.1 ...PPIPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLI 157
NTDB id 281 KZH43 RS03550 WP 000882517.1 ...PPIPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLI 157
NTDB id 245 SPD RS03860 WP 000882517.1 ...PPIPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLI 157
NTDB id 243 SPR RS03635 WP 000882517.1 ...PPIPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEILNRRTKNNPVLI 157
NTDB id 85 BSU 00860 NP 387967.1 ............N..........ETGSSAAGTNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVIEVLSRRTKNNPVLI 207
NTDB id 92501 Llc71 RS02925 WP 248536868.1 AVTPMSKRKMAKG..................VAENSSTPTLDSVSSDLTEAARSGKLDPMIGREAEVDRLIHILSRRTKNNPVLV 220
NTDB id 610 V4T04 RS10165 WP 012897346.1 AVTPMSKRKMAKG..................VAENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRLIHILSRRTKNNPVLV 220
NTDB id 290 KZH43 RS10025 WP 001109677.1 ALRQRHRTV.ADK..........QNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQILSRKTKNNPVLV 233
NTDB id 289 SPD RS10700 WP 001109677.1 ALRQRHRTV.ADK..........QNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQILSRKTKNNPVLV 233
NTDB id 287 SP RS11210 WP 001109712.1 ALRQRHRTV.ADK..........QNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQILSRKTKNNPVLV 233
NTDB id 377 SMU RS09275 WP 002262344.1 AIFEMRKPKKVKN..........SSSFSDLMKPP.SVTGELADFTRDLTELARQGRLEPVIGREQEISRMVQILSRKTKNNPVLV 237
NTDB id 297 STER RS00545 WP 011680614.1 AIHDLRKPKKSKA..........SANFANMMQPPQSSTGELADYTKDLTALAESGNLDPVIGRDEEISRMIQVLSRKTKNNPVLV 240
NTDB id 329 STU RS10020 WP 011225298.1 AIHDLRKPKKSKA..........SANFANMMQPPQSSTGELADYTKDLTALAESGNLDPIIGRDEEISRMIQVLSRKTKNNPVLV 240
consensus * * ** ** !*** **!**!* * **!*!!!* !* !** *!*!*!!!!!!!*

logo GDEAPGVGKSTAI
L
V
I
V
A
Y
L
EGLAQQKRI IAVNSDNSGAQEDVPEIQAFHI

G
E
K
M
L
H
R
M
Q
A
K
N
D
G

S
M
K
E
K
N
Q
R
I
V
M
I
L
T
A
E
RLNDLMVGAMVNTSLVVQAGTKGRYIFRGEDQFEDERLMKTNQANQKVLIVIMAKDEDEVI SERSQEAKARDNQPEGHNKQDVIVIMILF IDE I

LHETLIMIVGSAGGSAGAGMSI ED
NTDB id 601 KW2 RS02615 WP 021036805.1 GEPGVGKTAVVEGLAQKIVDGDVPQKLQNKEVIRLDVVSLVQGTGIRGQFEERMQKLMDEIRKRNDVIMFIDEIHEIVGAGSAGD 236
NTDB id 378 SMU RS02690 WP 002263569.1 GEPGVGKTAVVEGLAQKIVDGDVPQKLHGKNVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQRQDVILFIDEIHEIVGAGSAGD 243
NTDB id 241 SP RS04015 WP 000882523.1 GEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASD 242
NTDB id 281 KZH43 RS03550 WP 000882517.1 GEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASD 242
NTDB id 245 SPD RS03860 WP 000882517.1 GEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASD 242
NTDB id 243 SPR RS03635 WP 000882517.1 GEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIILFIDEIHEIVGAGSASD 242
NTDB id 85 BSU 00860 NP 387967.1 GEPGVGKTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAGNIILFIDELHTLIGAGG.AE 291
NTDB id 92501 Llc71 RS02925 WP 248536868.1 GEPGVGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSADPDVIIFIDELHTIIGAGGGMD 305
NTDB id 610 V4T04 RS10165 WP 012897346.1 GEPGVGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSSDPDVIIFIDELHTIIGAGGGMD 305
NTDB id 290 KZH43 RS10025 WP 001109677.1 GDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFIDELHTIMGSGSGID 318
NTDB id 289 SPD RS10700 WP 001109677.1 GDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFIDELHTIMGSGSGID 318
NTDB id 287 SP RS11210 WP 001109712.1 GDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVILFIDELHTIMGSGSGID 318
NTDB id 377 SMU RS09275 WP 002262344.1 GDAGVGKTALAYGLAQRIVDSAVPFELADMKVLELDMMSVVAGTRFRGDFEERMNQIIADIEADGHIVLFIDELHTIMGSGSGID 322
NTDB id 297 STER RS00545 WP 011680614.1 GEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIILFIDELHTIIGSGSGID 325
NTDB id 329 STU RS10020 WP 011225298.1 GEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIILFIDELHTIIGSGSGID 325
consensus !**!!!!*!* *!!!!*!* **!! * *** !*****!*!!**!!*!!*!** ***** ***!!!!*!***!*!** *



logo

G
S
A
V
N
T
I
N
L
MDASGANI LKPSALARGSDTEFLHRQCMTL IVGATTYQLDAHENEYRQKYHI I EKDEAALSERRLMFQARKP I

V
Q
N
K
T
I
V
E
D
Q
EPTSEPSVESADDESATYMIADQTI LLRNKQGI

L
K
R
Q

D
P
E
S
A
K

R
S
T
K
F
YEATKDHYHQRHVI

S
T
K
Q
F
Y
I
S
TDDQEAAVIMKESTAAAVHMNTK

NTDB id 601 KW2 RS02615 WP 021036805.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVDETITILRGIQARYEDYHHVKYTDEAIEAAAH 320
NTDB id 378 SMU RS02690 WP 002263569.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVAETITILKGIQPKYEDYHHVKYTDEAIEAAAN 327
NTDB id 241 SP RS04015 WP 000882523.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAAT 326
NTDB id 281 KZH43 RS03550 WP 000882517.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAAT 326
NTDB id 245 SPD RS03860 WP 000882517.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAAT 326
NTDB id 243 SPR RS03635 WP 000882517.1 GNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQKKYEDYHHVQYTDAAIEAAAT 326
NTDB id 85 BSU 00860 NP 387967.1 GAIDASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQGLRDRYEAHHRVSITDDAIEAAVK 376
NTDB id 92501 Llc71 RS02925 WP 248536868.1 SVNDAANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSSDEAIAILQGLREKFEDYHQVKFTDQAIKSAVT 390
NTDB id 610 V4T04 RS10165 WP 012897346.1 SVNDAANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAILQGLREKFEDYHQVKFTDQAIKSAVM 390
NTDB id 290 KZH43 RS10025 WP 001109677.1 STLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHRVQITDEAVETAVK 403
NTDB id 289 SPD RS10700 WP 001109677.1 STLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHRVQITDEAVETAVK 403
NTDB id 287 SP RS11210 WP 001109712.1 STLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLKATYEKHHRVQITDEAVETAVK 403
NTDB id 377 SMU RS09275 WP 002262344.1 STLDAANILKPALARGSLRTIGATTQEEYQKHIEKDAALSRRFAKVTIEEPSEEEAYQILLGLKKSYETYHHVIISDAAVMAAVK 407
NTDB id 297 STER RS00545 WP 011680614.1 STLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLRSSYEDYHRVTITDAAVETAVK 410
NTDB id 329 STU RS10020 WP 011225298.1 STLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLRSSYEDYHRVTITDAAVETAVK 410
consensus *!!*!!!!!*!!!!*****!!!! !! * !!!!*!!*!! * ***!*******!! !** **!**! ! *! !** !*

logo

G
A
M
L
A
S
D
V
H
NRYMLI SQTGDSKRKHNFLPDSKAIDL ILDESASAGSAATKKMVRKNQGIVNLLSKRTSIAVLFNKTNHKFTQVEPQKKPETANAKDLKRDPAELRSKYVDELINEDHRKQDEKR I

L
D
V
A
S
T
I

K
D
P
E
V
L
A
R
Q
E
K
E
N
K
E
L
L
K
N
A
S
D
A
H
K
E
QAVLTKQMIRATKSDENQLGEEKDVYIWFQGKELQAKSAKRVAHIRSTKQYKQLFLEYIRAKDTAKQNVEIQSEARKI

L
Y
A
R
S

E
D
Q
K
VEDTR

K
K
E
L
S
I
M

W
Y
Q
S
K

NTDB id 601 KW2 RS02615 WP 021036805.1 LSNRYIQDRFLPDKAIDLLDESGSKKNLTLKFV..DPEDINRRIADAENKKNEATKAEDFEKAAHFRDQISKL.......RELQK 396
NTDB id 378 SMU RS02690 WP 002263569.1 LSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKEIDHRLIEAENLKAQATRDEDYEKAAYFRDQIAKY.......KEMQS 403
NTDB id 241 SP RS04015 WP 000882523.1 LSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKY.......KEMQK 402
NTDB id 281 KZH43 RS03550 WP 000882517.1 LSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKY.......KEMQK 402
NTDB id 245 SPD RS03860 WP 000882517.1 LSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKY.......KEMQK 402
NTDB id 243 SPR RS03635 WP 000882517.1 LSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFV..DPKVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKY.......KEMQK 402
NTDB id 85 BSU 00860 NP 387967.1 LSDRYISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAVQSQEFEKAASLRDTEQRLREQVEDTKKSWK 461
NTDB id 92501 Llc71 RS02925 WP 248536868.1 LSVRYMTSRKLPDKAIDLLDEAAAAVKISVKNQETKRLELEKDLVKAQEELAEAVIKLDVKASRIKEKAVEKISDK......IYK 469
NTDB id 610 V4T04 RS10165 WP 012897346.1 LSVRYMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAEAQEELSEAVIKLDIKASRTKEKAVEKIADK......IYK 469
NTDB id 290 KZH43 RS10025 WP 001109677.1 MAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....SPA....DKALMDGKWKQAAQLIAKE............... 465
NTDB id 289 SPD RS10700 WP 001109677.1 MAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....SPA....DKALMDGKWKQAAQLIAKE............... 465
NTDB id 287 SP RS11210 WP 001109712.1 MAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....SPA....DKALMDGKWKQAAQLIAKE............... 465
NTDB id 377 SMU RS09275 WP 002262344.1 GAHRYLSGKNLPDSAIDLLDEASATVQGLVKK..KAPAYL....TDL....DHALITNDYQLAKRLLKKE............... 467
NTDB id 297 STER RS00545 WP 011680614.1 AAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EDKREI....TPL....DEALISGDIGAAVKQYKAN............... 470
NTDB id 329 STU RS10020 WP 011225298.1 AAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EAKREI....TPL....DEALISGDIGAAVKQYKAN............... 470
consensus ** !!** * !!!*!!!!*!!** *** ** * * ** * ** !* ** ** *



logo

A
F
Q
E
K

S
E
K
L
P
A
I
V

D
L
Q
P
K
T

G
K
L
E
F
V
D

D
K
P
E
Q

E
N
Y
D
K

M
N
P
K
R
T

S
Q
A
D
P
S
V
I
E
L

I
V
K
D
S
T
V
A
D
E
E
Q
D
S
K
N
A
Q
T
D
V
I
A
I
V
M
L
E
M
V
A
Q
T
H

V
I
T
A
V
I
L
E
S
K
S
T
R
Q

W
K
L
S
T
Q
N
G
V
IP I

V
K
S
E
T
Q
G
E
Q
D
K
I
M
L
A
K
T
K
E
Q
A
S
K
T
D
E
T
A
S
Q

T
D
S
K
R
K
Q

Y
L
L
I
H
N
M
LAENRDKSAE I

D
ELKHATSKHRVVIGQEDAQDEAI

V
V
D
S
S
A
K
V
IASKRAVIRRSANQRAVSGVILKAGRKVDSTSGHPRNKRPMIGSF ILMFVLG

NTDB id 601 KW2 RS02615 WP 021036805.1 QEVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVG 481
NTDB id 378 SMU RS02690 WP 002263569.1 AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 488
NTDB id 241 SP RS04015 WP 000882523.1 KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 281 KZH43 RS03550 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 245 SPD RS03860 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 243 SPR RS03635 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 85 BSU 00860 NP 387967.1 EK.QGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLG 545
NTDB id 92501 Llc71 RS02925 WP 248536868.1 FSIKEEKRQEVTDQAVIAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLG 554
NTDB id 610 V4T04 RS10165 WP 012897346.1 FSVKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLG 554
NTDB id 290 KZH43 RS10025 WP 001109677.1 EEVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLG 549
NTDB id 289 SPD RS10700 WP 001109677.1 EEVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLG 549
NTDB id 287 SP RS11210 WP 001109712.1 EEVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLG 549
NTDB id 377 SMU RS09275 WP 002262344.1 KKPLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLG 552
NTDB id 297 STER RS00545 WP 011680614.1 QKAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLG 555
NTDB id 329 STU RS10020 WP 011225298.1 QKAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLG 555
consensus ** **** * *** ***!* * * ****** *!* *!*!!**!* ***!*!!** !* * *!!*!!!*!*!

logo PTGVGKTELSARKQALAKDIESEVI
V
LFDGDSSAEESDNASLML

IR I
V
FDMSEFYMEKFHASTAVASKRL INVGSAPPGYVGYEDEAGGEQLTERKVRRHNNKPYSLVVILLFLDE I

VEKAHPDI
V
M
F
H
N
V
I
M
M
F
L

NTDB id 601 KW2 RS02615 WP 021036805.1 PTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMF 566
NTDB id 378 SMU RS02690 WP 002263569.1 PTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMF 573
NTDB id 241 SP RS04015 WP 000882523.1 PTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMF 572
NTDB id 281 KZH43 RS03550 WP 000882517.1 PTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMF 572
NTDB id 245 SPD RS03860 WP 000882517.1 PTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMF 572
NTDB id 243 SPR RS03635 WP 000882517.1 PTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMF 572
NTDB id 85 BSU 00860 NP 387967.1 PTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNIL 630
NTDB id 92501 Llc71 RS02925 WP 248536868.1 PTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIM 639
NTDB id 610 V4T04 RS10165 WP 012897346.1 PTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIM 639
NTDB id 290 KZH43 RS10025 WP 001109677.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVL 634
NTDB id 289 SPD RS10700 WP 001109677.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVL 634
NTDB id 287 SP RS11210 WP 001109712.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVL 634
NTDB id 377 SMU RS09275 WP 002262344.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNIL 637
NTDB id 297 STER RS00545 WP 011680614.1 PTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNIL 640
NTDB id 329 STU RS10020 WP 011225298.1 PTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVL 640
consensus !!!!!!!!!***!!* *!* ** **!*!!!!*!!!* **!*!*!!!!!!!*!*!*!!!*!! *!!!**!*!!*!!!!!!*****



logo LQI
VLEDDGFVRVLTDATGSRKQGRTKVSDFRKSDNSATLI LI IMTSNVALGTASGTEKALKRRSVTDNEDAKNYSTVGFNGVASQAKSNTDRFEIRSTGAHQFNDHQYKQSEDNARMKQETDASKNKSRMIVFMLGEQELGKDRNKVHSAFFYSRPEFLMINRFIDGENKIVI EVFQSKHNASLGES

NTDB id 601 KW2 RS02615 WP 021036805.1 LQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALS 644
NTDB id 378 SMU RS02690 WP 002263569.1 LQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALS 651
NTDB id 241 SP RS04015 WP 000882523.1 LQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALS 650
NTDB id 281 KZH43 RS03550 WP 000882517.1 LQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALS 650
NTDB id 245 SPD RS03860 WP 000882517.1 LQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALS 650
NTDB id 243 SPR RS03635 WP 000882517.1 LQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALS 650
NTDB id 85 BSU 00860 NP 387967.1 LQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLE 715
NTDB id 92501 Llc71 RS02925 WP 248536868.1 LQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMQSRILEELKRHYRPEFLNRIDENIVFHSLE 724
NTDB id 610 V4T04 RS10165 WP 012897346.1 LQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLE 724
NTDB id 290 KZH43 RS10025 WP 001109677.1 LQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLS 719
NTDB id 289 SPD RS10700 WP 001109677.1 LQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLS 719
NTDB id 287 SP RS11210 WP 001109712.1 LQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLS 719
NTDB id 377 SMU RS09275 WP 002262344.1 LQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLG 722
NTDB id 297 STER RS00545 WP 011680614.1 LQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLE 725
NTDB id 329 STU RS10020 WP 011225298.1 LQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLE 725
consensus !!*!*!! *!!**!! !*!*****!!!!!*!** ** ***!!!** * *** *!** **!!!*!!*!* **!* !*

logo

Q
E
S
K
K
Q
E
D
D
E
Q
H
N
I
M
L
R
T
E
H
Q
L
H
K
D
E
Q
V
IVDSEKLIMS

L
V
D
A
K
E
Q
S
D
P
V
L
T
V
I
N
E
Q
S
A
K
H
Q
A
S
R
I
L
G
K
T
S
A
R
V
D
S
E
Q
K
N
A
D
N
G
L
I
T
D
S
H
R

I
V
L
E
S
D
K
F
L
V
Q
T
Q
A
P
D
A
K
S
V
A
I
V
L
K
A
E
K
H
L
K
V
I
LVALKENDAEDVQLGVFYNDALIPAKEYMGARPLRKRATLIQEKDTNHQYE I

VEDARSLTKI
L
A
S
T

D
E
E
F
Q
Y
L
I
Y
L
I
L
R
G
K
S
E
H
N
G
K
N
E
Q
D
P
E
V
I
L
S

A
H
Q
Y
K
E
V

S
A
K
E
Q
D
G
N
S
Q
L
I
H
T
I
V
K
L
V
S
A
K
D
L
V
I
D
L
M
G
A
C
I
V
T

D
E
Q
K
S
D
A
N
K
E
D
K
G
E
I
Q
N
K

NTDB id 601 KW2 RS02615 WP 021036805.1 KENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQL.VADLIDDKI 728
NTDB id 378 SMU RS02690 WP 002263569.1 KDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKEL.KAIMTSNGK 735
NTDB id 241 SP RS04015 WP 000882523.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGN 734
NTDB id 281 KZH43 RS03550 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGN 734
NTDB id 245 SPD RS03860 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGN 734
NTDB id 243 SPR RS03635 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGN 734
NTDB id 85 BSU 00860 NP 387967.1 KKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGE 800
NTDB id 92501 Llc71 RS02925 WP 248536868.1 SQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAIKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHISIGASNKK 809
NTDB id 610 V4T04 RS10165 WP 012897346.1 SQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKK 809
NTDB id 290 KZH43 RS10025 WP 001109677.1 SDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ 804
NTDB id 289 SPD RS10700 WP 001109677.1 SDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ 804
NTDB id 287 SP RS11210 WP 001109712.1 SDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQ 804
NTDB id 377 SMU RS09275 WP 002262344.1 QEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEK 807
NTDB id 297 STER RS00545 WP 011680614.1 EEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK 810
NTDB id 329 STU RS10020 WP 011225298.1 EEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK 810
consensus * * *! *!* * **** * * ** * *** !*****!!!!!!***! *!! *** ** * * * * * * *



logo

F
V
L
I
I
T
V
Q
K
S
V
F
I
N
A
T
D
K
A
T
V
Q
I
S

S
I
T
V
A
A
N
Q
V
K
E
KTNVAETVTVKDTSEKSAETVKPSEADKE

NTDB id 601 KW2 RS02615 WP 021036805.1 VISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 IVIKASNK.VETVTKATSD. 753
NTDB id 241 SP RS04015 WP 000882523.1 IQIKSAKK.AEVKSSEKEK. 752
NTDB id 281 KZH43 RS03550 WP 000882517.1 IQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 IQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 IQIKSAKK.AEVKSSEKEK. 752
NTDB id 85 BSU 00860 NP 387967.1 FVVKTTAKTN.......... 810
NTDB id 92501 Llc71 RS02925 WP 248536868.1 IKIAQIV............. 816
NTDB id 610 V4T04 RS10165 WP 012897346.1 IKIAQIV............. 816
NTDB id 290 KZH43 RS10025 WP 001109677.1 LKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 LKFDIA.............. 810
NTDB id 287 SP RS11210 WP 001109712.1 LKFDIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 LKFDIV.............. 813
NTDB id 297 STER RS00545 WP 011680614.1 LTFTVV.............. 816
NTDB id 329 STU RS10020 WP 011225298.1 LTFTVV.............. 816
consensus *

X non conserved

X similar

X ≥ 50% conserved


