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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 92391 OCU50 RS01565 WP 017055929.1 MASRGVNKVILVGNLGNDPEIRYMPSGSAVANITIATSESWRDKATGEQREKTEWHRVALFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEG.........YGQSQEAYQR..PAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEG.........YGQSQEAYQR..PAQQSRQPAP 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.DFGG.......NQGSGWNQAPA..QTNYNQGGYSDNYA 144
NTDB id 92391 OCU50 RS01565 WP 017055929.1 EGQLQTRKWQDQSGQDRYTTEVVVQGFNGVMQMLGGRAQ.G.GAPAQGGMGN.QQQGGWGQPQQPQQQQQSQQQYSAPAQ 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGMNVPAQQGSWGQPQQPAKQHQPMQQ...... 153
consensus !!****!!*!** !**!******* ***!!**! ** **** * * **! * * * ** **

logo

D
Q
N
Q
A
N
P
N
S
F
H
NGG

P
N
Q
A
K
E
T
A
R
P
P
Q
S
A
Q
A
A
P
A
P
Q

R
Q
K
Q
Y
R
A
P
S
Q

A
P
Q

A
P
V
P
Q
Y
A
E
A
N
P
A
EPMPVDEMNDI

FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSH..PQEAPAAP.RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSH..PQEAPAAP.RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 92391 OCU50 RS01565 WP 017055929.1 QQP......KAPQQAPQQAQPQYNEPPMDFDDDIPF 187
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ............SAPQQYSQPQYNEPPMDFDDDIPF 177
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